
logo MNKKI LPLRFLATAVS ILAGAALLAI
L
V
S
G
ACSASTQGTATVPDTKEDQADQEITRQGDWSAVEKLYAQEAKQADEQLANDSKSNFYETARSANVKLLYEKI LEASRYFPYTGSRYHARQQASMQL

NTDB id 371303 FLM21 RS06975 WP 148714883.1 MNKILPRFLAASIAAALIVGCSS...TPTEQDETRGWSAEKLYAQAKAEQADKNFEASNKLLEKLEARYPYGRYAQQAML 77
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILL...TVSLG.LALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQL 76
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILL...TVSLG.LALSACATQGTADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQL 76
consensus !*!!!* **!** *****!***** ******!**!!*!!!!!*!**!****!*****!!*!*!!*!*!**!*!*!**!

logo

E
D
S
TAYNAHYYKDQDEPKLDLKALSASAI EDRF IRKRQLYHPAQHPSNMDYALYLRGLVHLFNESDQGSFLSNW

KLAKSQDMWSEDRDPQKAANRDESAFYEQSAFKAQELVTQR
NTDB id 371303 FLM21 RS06975 WP 148714883.1 ESAYNHYKDQEPLLALSSIDRFIKQYPAHPSMDYALYLRGLVHFNESQGFLSWLAKQDMSERDPQAARDSFESFKQLVTR 157
NTDB id 1102 NMB RS03635 WP 002244053.1 DTAYAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQR 156
NTDB id 1106 NGFG RS01495 WP 003687645.1 DTAYAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQR 156
consensus **!!**!!!*!***!!**!*!!****!*!!*!!!!!!!!!!!*!!!*!*!!**!!*!!*!*!!!*!*!*****!**!!*!

logo FPENSRKYAGADAETARMGVYKL IVGDALAGNGYNELMHSVAKRYYYMKRGAYLIAAANRGAQKYKVI I EGTSYTQNTKRQYVEPEASLGAMIMLVELAYDKKLGDLKNPDQRLRADAD
NTDB id 371303 FLM21 RS06975 WP 148714883.1 FPESRYAGDAEARMGYLIGALANYELHVAKYYYKRGAYLAAANRGKYVIETYTNTKQVEPALGMMVLAYDKLGLNDLRDD 237
NTDB id 1102 NMB RS03635 WP 002244053.1 FPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAAD 236
NTDB id 1106 NGFG RS01495 WP 003687645.1 FPNSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAAD 236
consensus !!*!*!!*!!*!!!**!**!!***!**!!*!!*!!!!!*!!!!!****!**!*!!**!!**!****!!!*!!*** !**!

logo TKRRVLAEQTNYFPNKSTPVFLKSTAHQADPFWLQRPSDDRMAPWWARPYWH
NTDB id 371303 FLM21 RS06975 WP 148714883.1 TKRVLAQNYPNSTVLSADFL.DDRAWWAPW. 266
NTDB id 1102 NMB RS03635 WP 002244053.1 TRRVLETNFPKSPFLKQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 TRRVLETNFPKSPFLTHAWQPDDMPWWRYWH 267
consensus !*!!!**!*!*!**!* * !!**!!**!*

X non conserved

X similar

X ≥ 50% conserved


