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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPD 68
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ...MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPN 77
NTDB id 371299 FLM21 RS04060 WP 148714341.1 MARKPRNARRVLVVDDEVDLAELLELTLIKMGLDVDTAGGVAEARGMLARTAYDLVLTDMRMQDGEGLEIVQHIQDKRLD 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .....MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQ 75
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDS 148
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NTDB id 371299 FLM21 RS04060 WP 148714341.1 VPVAVITAYGSTQNAVAALKAGAFDYLAKPVSLEQLRTLVKSALRLEDSGESAPVEVASADRPLLGESAAIRQVLELVEK 160
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA....EEAPVDNRLLGESPPMRALRNQIGK 151
consensus !****!!*!****!**!***!!*!***!!*****!* ****!*** * * * * * **!*! ** ** ***

logo

A
I
LASRSKQASP I

VFYVI STGESGSTGKELRVACVAENRALVIHERAALQRGSKPNRAGISDEGKQRPF IVPAI
VNCAGAIPEKSTDNEL IMESEFLFGYHVKKGASFTGAADITETQEDKRDQGAFLAIFELQSAADHSTGGSTL

NTDB id 1157 A1552VC RS03895 WP 001888250.1 AASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTL 228
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSL 236
NTDB id 371299 FLM21 RS04060 WP 148714341.1 LARSQAPVYITGESGSGKERAARLIHARSNRAEQPFVAVNCGAIPENLMESEFFGYKKGAFTGADQDRDGFFQAATGGTL 240
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTL 231
consensus *!*!*!*****!!!!*!!!**!***!* **!***!!***!!*!!!**!*!!! !!**!! !!!! ****!****!*!!*!

logo FLDE I
L
V
C
ADEMLDPMLDSALMQTVKLLRFAVIQTEGRKATKFIVQRAPKVGGSDQSTAKQMEDIKVADSVDFVRFILVLVICSASTNHKRQNDPLDWAAKLRCLEVEGQREQAGKRFREQDLFYFYR I

L
H
Y
NVMIDPELHIKRMVLPPLRAEMRRGDE

NTDB id 1157 A1552VC RS03895 WP 001888250.1 FLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGD 308
NTDB id 1045 H0N27 RS16330 WP 168727019.1 FLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGE 316
NTDB id 371299 FLM21 RS04060 WP 148714341.1 FLDEVADLPLAMQVKLLRAIQERKVRKVGSTAEDSVDVRLISATHQNLARCVEAGKFRQDLYYRLNVIELKMPPLREMGD 320
NTDB id 1473 PAKAF RS24000 WP 003094694.1 FLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERRE 311
consensus !!!!********!*!!!!**!******!!******!!*!***!********! *!*!!*!!**!**!**!**!!!!****

logo DI
V
I
L
P
V

E
L ILAENRYHQRSFILV I

L
A
G
K
Q

F
K
R
I
M
L
C
S
A
G
K
M
Q

D
Q
E
E
N
T
W

E
G
K
L
M
T

D
T
P
A
F
M
P

A
K
P
V

E
Q
R
V
LSTAEGSAEDVAELQVRTEAKRYFLKLRNQQYAEHRW

FPGNVRQELQRENTVMI
L
R
E
N
R
V
A
I
L
V
Y

A
V
TLCNSDEDGADLREQSTIDQTAILPDEHSHMDLHPQRLPPQADLPALNQAPQRAGANFIMSEQSAEGNPFIANRS

NTDB id 1157 A1552VC RS03895 WP 001888250.1 DVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQ..MSAPINR 386
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ALPLA.......HENKVSVHEIFP..LWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
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