
logo MTE INLLPWREQKRREQEKKLFTTMLL IG I I IAAAIVFLMNSYVSHL INSNQMTNRNQI LQKE ITALDEQIKE IKALKQIREGL I SRM
NTDB id 37127 LPA RS05035 WP 013101266.1 MTEINLLPWREQRREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLINNQMNRNQILQKEITALDEQIKEIKALKQIREGLISRM 85
NTDB id 1254 GCO85 RS04840 WP 011213354.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLISNQTNRNQILQKEITALDEQIKEIKALKQIREGLISRM 85
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo S IVQNLQSTRTLMVHLFDEL IKITPPGVYITKMQREHDI
VVTLWGYSESNTS I S I LMRNI EANVWIQNPVLTE IKKDNVEQKKQSPNN

NTDB id 37127 LPA RS05035 WP 013101266.1 SIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDIVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKKDVQKKQSPNN 170
NTDB id 1254 GCO85 RS04840 WP 011213354.1 SIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKKNVEKKQSPNN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!

logo EFKLSFVLKPKY
NTDB id 37127 LPA RS05035 WP 013101266.1 EFKLSFVLKPKY 182
NTDB id 1254 GCO85 RS04840 WP 011213354.1 EFKLSFVLKPKY 182
consensus !!!!!!!!!!!!
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