logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

371253 FLM47 RS13365 WP 178956619.

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

371253 FLM47 RS13365 WP 178956619.

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.

1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

371253 FLM47 RS13365 WP 178956619.

1198 PSJM300 03950 AFN76868.1

consensus

IR FSLFAQKEB%

[ LAl

D WNIF RQLATM

DIT FTRQL TM
DIT FTRQL TM

WAGVPL Q HE

INAGVPL Q F I
| %k 5k 5k 5k k %k %k k

AWYKEKHEM

AJYKEKSEQL
ANYKEKSERL
AJRYKEKSERIL

kokok |k

FE KHEESAKK

KERDEQER . L £l T

EG Iy

*

b 0

EAED RTAARLBIDREEFMAEIBEP GG AE

[CRENEACQ .
ICMDRKET .
KV .

T[S AREK .
EG b [/

AKUMNLRKQG N Cee
UKELRKQG IjNgSIK ISAJSPIREGLQ. . . .

AR ;t.FD@LI W el

VAE HE

Lcrﬁaq.—l%

EGSTNKSVSK
FDNK )] (o] VEY GNJ 13§ 8] LRK PMYFDWBLYCNLV
kkokkokk Kk ok

V l[VVTIILIJ V 9

c LR eEks e Utk ol

e

RKY |éu§5¢§§5§KS |FreL

NN Z=r ]

IRTI EKRKN FEG
E

RNPSRE/SRIANBLEG

GALRKMPNYEFDNL C
MALRKYP[NIIEDNL C

kkkkk x| * %k

DVFA F

el JB o

LTDLG ELPLLTRF
FISYF GAELPF T Q[ V
FI§8FGA LPAFTQBIV
ANIGAELPAJRT QpyV
ANUIGAELP|QRT QEyV
FIQEEFGA  LPARITIEAV
FISIFGA LPAFTQI®V
FANFGA LPAFTQEIV
FAMFGAELPAFTIR3V
FANFGAELPAF TI®sIV

*okokok ok Dok | Dskok |k

RIPALE GPGLK

L,@I?SE,EYR,;,N\ © I:

144
148
147
150
150
147
149
149
148
146

224
228
227
230
230
227
229
229
228
226



logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 371253 FLM47 RS13365 WP 178956619.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 371253 FLM47 RS13365 WP 178956619.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1252 GCO85 RS07730 WP 011213805.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 371253 FLM47 RS13365 WP 178956619.1
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

'V!!'AEVA@\'XAEEEAEKBS% <FRe.; R

LIA GIgATY ‘ FineR AR SEEKEgNIA3 D

BHeA ¢ [] YSFim(A | SINSFIEY DR L

Vi GAAIﬁ
A

* % * * sk k% * X

ol Rl 8 et R e o

QA #'Q

FiRdA ISRSIQ FRpJN DRL L
FIRXA JSRSIMKFRpIY D LEL
ELIA VAFGYEF EAHLRSLKERDATDRE LKL

LYY 1Y ARXY | F [0JA)sNNR SIXK FRIMWIDRL 'L« ‘P
kokkkk |k

* % %

LR et e AT ]

ST

R

LENKAMIA FSRTLAT FAAG P J LI TAl®¥ GN

LEKART A FSRTLAT F AG P pALIY T |y GN
IRFAAGVPLVDRYLDSTAGA
IRFAAGVPLVDYLDSTAGAE

PI G
PIRGDI
PIFGDI
GEILEKAAIARP RTL lTFAAG PLV ALIS.AGA

LPI GD MKAWMIAR SRTLATTFAAGVPL DALJ\STAGA
LPIEGD MKANIAR SRTLATTFAAGVPL DAL STAGA
GMILNKAA AR RTL TTFAAGVPLVDALDSINAGA
GDILMK § ARF RTL TTFAAGVPLVDALDS[AGA
Ik | ! * 1 [ 1ok ook okokokok | okokok *

300 LARlE DO, 554

EI EAARLKEQQEDPL LTLAQHPF FPIZMVESIMVAIGEE GALDEYMLSKVADFYEREVDIXAVESIL LYSIEPL

LVGGLV AMYLPIF
LVGGL VAMYLPIF LGSV
AMYLPIF

=T

X non conserved
B similar
>50% conserved

csvvis

406
408
407
410
410
406
408
408
407
405

QMVNIGEESG@LD MLRKVApRIYEIFEVDN
QMVMIGEESGRILD MLRK ARW{YEIREVDN

QME IGEESG LD MLIYKEAIXFYEINEVDNAV{EAWT SEA
QM IGEESG LD MLRJKE

AJAEYEBEVDNA V[GL SE
QMVAIGEESGAL FIMLEKVAMFYEREV NAVD
QMVAIGEESGALD MLBKVAW YEREVDREAVD
QMVAIGEESGALDSMLINKVAR YERIEVDNAVD
QMVAIGEESG LDEMLIAKVAyRIYEWNEVD AVD

QMEAIGEESGALD ML[KVAWF YEWEVDNEIVD
Forbaok DL LR bk ook b T okl kL1 1ok bk Lk ok

T4 okokokox | |

303
308
307
310
310
307
309
309
308
306

383
387
386
389
389
386
388
388
387
385



