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NTDB id 37115 METIN RS01590 WP 013099734.1 MGILDKL..........................................RKEPDKKKEKILKKDSESEILDKYSVKVDEIECEVF 43
NTDB id 59 MMJJ RS05235 WP 011169984.1 MGLFDRIQSRDSNPSVAKKNNVSEKVSETPSILDNSEKVKKPEIKVGFSVNERAKQPVEEFERDSTSSILDKYFVKVDDIDFDVI 85
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NTDB id 37115 METIN RS01590 WP 013099734.1 IVREGGFTYYRIPDVDKIYESLKELEKGNYFNLIKTQITDLGLVTYEQIRDYILNFSLRYDINIPNI..DELAKFYYLLIGRLGL 126
NTDB id 59 MMJJ RS05235 WP 011169984.1 IEKENGVTLYKIPEITLMNTALAKFSDMD.IKTIKAELSESTLQKLGQIQGYLKNYSEKNNLHLRDIEILHLSHYFYLIIGKLGL 169
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NTDB id 37115 METIN RS01590 WP 013099734.1 LEIPLNDPNLEEVMVNGYNHPVFVFHRKHQMCETNIVLDRNEVDRIIESIASLVNRTIDSRVPMLDAFLPDGSRVNATTSDICMN 211
NTDB id 59 MMJJ RS05235 WP 011169984.1 LEIPLNDSKLEEVMVNGVESPSFVFHRKYQMCETNIRLDRHEATRVVESIAYLAGRTIDSRTPMLDAFLPDGSRVNATMSDVTLG 254
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NTDB id 37115 METIN RS01590 WP 013099734.1 GATITIRKFSREPLTVIDLINFGTLDVDTAAFLWQAVEGYFGAKPANSLIVGGTGSGKTTLLNVLSLFSMYNERIITIEDTPELQ 296
NTDB id 59 MMJJ RS05235 WP 011169984.1 GNTITIRKFSEDPLTIVDLINFGTFDLELAAFLWQAVEGYFGAKPANTLIVGGTGSGKTTTLNVVSMFSMYTDRLVTIEDTPELQ 339
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NTDB id 37115 METIN RS01590 WP 013099734.1 IPHRHVIRLITRPARPGMPEYEVTMDDLVKNALRMRPDRIFVGEVRGKEAYSLLVAMNTGHDGCSGTLHANSADEAILRLLSPPM 381
NTDB id 59 MMJJ RS05235 WP 011169984.1 VPLTHLIKMITRPGRPGIQGYEITMDDLIKNSLRMRPDRIFVGEVRGSEAHSLLVAMNTGHDGCSGTLHANSADEALIRLINPPM 424
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NTDB id 37115 METIN RS01590 WP 013099734.1 NVPPIMLNSLNFIINIQRIRRGGKTLRRILGIIEVLPSGGETEIAKTTLYEYSATKDGLERKGVCMWEEEVCEIAGISREELFRD 466
NTDB id 59 MMJJ RS05235 WP 011169984.1 NVPKVMMSSVDFIINQQRIKRNKKTVRRILGVVEIGGSG..ENITKTELFKYDGISDSVVKTGICMWEEDVCQIAGITRDELMDD 507
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NTDB id 37115 METIN RS01590 WP 013099734.1 RNMRKRLLTYLYKNNIRKLEDVAKYIREFQINPENALKKLTS 508
NTDB id 59 MMJJ RS05235 WP 011169984.1 RINRKKVLKYMVNNNINDIRKVGDVLKQYQENPENVLKNILE 549
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