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NTDB id 371108 FK544 RS05495 WP 001696140.1 EBLKSEN[@ERERANE ANeIIe) SHuNN. Vi 193
NTDB id 1307 DR RS10055 WP 010888596.1 DITAWNPRGLVLVTGPTGSGKSTTLA M 200
NTDB id 1086 NMV RS00245 WP 002218487.1 IMT A)ISIPRG VLVTGPTGSGKSTTLAAM 196
NTDB id 1116 NGFG RS10615 WP 003690200.1 IMT AISIPRG VLVTGPTGSGKSTTLAAM 196
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NTDB id 1283 ACE17W RS02630 WP 010947729.1 E ARGLVLVTGPTGSGKSTTLAA EDPIEFVHMNSKKCL NQREVH 196
NTDB id 1259 GCO085 RS10305 WP 010947729.1 I AMASIRGLVLVTGPTGSGKSTTLAAY EDPIEFVHRNSKKCL NQREVH 196
NTDB id 1202 PSJM300 01600 AFN76400.1 ICTEIBMNIPRGLVLVTGPTGSGKSTTLAAM EDPIEFVHJASKKCL NQREVH 196
NTDB id 1194 PAKAF RS01995 WP 003084552.1 I PDMIPRGLVLVTGPTGSGKSTTLAAM EDPIEFVHIMSKKCL NQREVH 196
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DI T[MNPRGLVLVTGPTGSGKSTTLAAM EDPIEFVH|33¥KKCLINQREVH 196
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DIT[MNPRG VLVTGPTGSGKSTTLAAM EDPIEFVHNSKKCLINQREVH 196
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DI T[NPRG VLVTGPTGSGKSTTLAAM EDPIEFVHRNSKKCLINQREVH 196
NTDB id 1040 HON27 RS13360 WP 000355489.1 DIT[MNPRG VLVTGPTGSGKSTTLAAM EDPIEFVHNSKKCLINQREVH 196
consensus Xk %k X '* * | || ||** % Xk | * *| **"' | * 5k 5k 5k %k %k %k %k %k >k %k %k %k %k %k %k *' * ||
VDMt ACTARET Ve Tns e amRo v et e SES Lol
NTDB id 1251 GC0O85 RS07725 WP 011946523.1 469
NTDB id 1177 A1552VC RS01165 WP 000422572.1 268
NTDB id 1203 PSJM300 01605 AFN76401.1 270
NTDB id 1019 ACIAD RS04205 WP 004922051.1 271
NTDB id 371108 FK544 RS05495 WP 001696140.1 RDETI LALTAAETGHLVIR TLHT&A A[RE 267
NTDB id 1307 DR RS10055 WP 010888596.1 RDMET I A TAAETGHLVNIGTLHTNISAI@Y IDRI DVFPE E] Q 274
NTDB id 1086 NMV RS00245 WP 002218487.1 RDIFETI®LALTAAETGHLVFGTLHT [AAKT DRI DVFPA[EEK MVREMLSESLISAVISQIYLLK 270
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NTDB id 1202 PSJM300 01600 AFN76400.1 LALTAAETGHLVFGTLHT SAAKTIDR 270
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NTDB id 1081 FDQ49 RS05335 WP 006581387.1 LALTAAETGHLVFGTLHT SAAKTIDR IDVFPAEEK MVRIWMLSESL[NAVISQWLLK 270
NTDB id 1060 ABD1 RS04380 WP 000355489.1 LALTAAETGHLVFGTLHT SAAKTIDR 270
NTDB id 1040 HON27 RS13360 WP 000355489.1 LALTAAETGHLVFGTLHT SAAKTIDR IDVFPAEEK MVRIWMLSESL[RAVISQULLK 270
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