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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 ....MFALALGLLALRFLPALP........STGWLIAMLVLALMLLPFR....TSPLAFFLLGLSWACISAQWALDDRLR 64
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFR....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 PVLDGQTRWLEGRVTGLPQQTGTGVRFELAD.SQARNARLPKRIRVFWHG....................GPPVRSGERW 123
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELED.IHSRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 RLAVTLKRPAGLLNFHGFDQEAWLLAQRIGATGSVKDGERLAPA..............RHAWRDTVRQRLMAVDAQGR.E 188
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 AGLAALVLGDGSGLAAEDWQVLQDTGTVHLLVISGQHIGLLAGLIYGLVALLARYGCWPR.........TWPWLPWACGL 259
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQ.........RLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 AFAAALGYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGFWWPLLLALNGVLILEPLASLQPGFWLSFMAVAVLVLGFGG 339
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 R.......L.......GPWSVWQAWTRPQCLIAVGLFPVLLVLGLPVSVSAPLANLVAVPWISLAVLPLALLGSALLPLP 405
NTDB id 1199 PSJM300 12650 AFN78592.1 R.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 YAGEGLLWLAGGALDGLFRGLAWLAGQMPAWIPAEVPLGYWLISLVGAVLLLLPSGVP...FRPLGLPLLLLAVFPPREL 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 VPHGRVEVVQLDVGQGQALILRTRHHTLLYDAGPRSGTV.DLGARVVVPALKKLGVGTLDMMLLSHADADHAGGASAVAR 561
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 GMPIRRVVGGETEGL.......PAFLATQPCVSGEQWEWDGVAFELWQWP......DAIDGNPKSCVLQVQANGERLLLT 628
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
consensus **!** ********* ***** !**!**! !**!*!*** ** !* *! *!!!! * *******!*

logo GDIGDARQAQAEARAFL ILVDAAGSEGSALMPEAERLVMNRTARDI
WLQLASVPHHGSNRTSSSSAGWAPVFLADQQALVSAPADQTGSVVAVLFIQSVRSGRSYGHRNRAYFGHPHPAQVLVWEKQRLYGQANRALRGAISQE I

L
R

H
L
Y

R
D
S
T

NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 GDIDRAAERAFLASSL..AVRTDWLQSPHHGSRSSSSWPFLQQLAPTSVLISRGRGNAFGHPHPQVVERYQRLGSQIYDS 706
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP........... 847
NTDB id 370725 FKZ69 RS19400 WP 141607689.1 AEQGAVRVQLG..AFQPPTVARSQRRFWRETLPRAGHAKDRRLGQTGPWPTNPAAEPIW 763
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLG..AFGGARRMRDEPRFWREK............................ 741
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