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NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 MSAYFLKHHPILYRIRVALPVYVYDTFDYTVSAEQYQQAQIGARVAVSFGRQNLVGIIVEKIDPNEVFTGQFKLKAITEL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 .MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDL 79
consensus * *! ****!!*!!!*!!**!!!!!!!** !! !**! !!!*!!!!!!!*!!! !!*!! ! !!! ! !!!!**!

logo LDEKEQAP I LDEQHQVLSTLLMTWSAQYYQFP IGEVMQSTALPATLLRQGKRAPLMDI
VLFHLWKITVPCNDDNPVENALLKRSGQKQQYDAYQI LKI

LHP
NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 LDKEAILDQHVLTLMTWSAQYYQFPIGEVMQSALPTLLRQGRALDILFHLWKIVPNDDPNALLKRSQKQYDAYQILKIHP 160
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHP 159
consensus !! *!!! *!!*!*!!!!!!!!!!!!!!!!*!!! !!!!!***!*!!!!!!! !*! * !!!!!! !! !!!!!!!*!!
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NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 HGTTENVLNLSGVGTATLKALEKKGLVECCLEPHDFSPTPVQLAQVPLTANEDQKRAIQQILKEQHHYQAFLLDGLTGSG 240
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSG 239
consensus *!!!!!*!!!!!! !!!!!!! !!!!!*!*!!!!!!!!*!!!!!!*!!! !!!!!*! ! ** !!*!!!!!!!!!!!!!

logo KTEVYLHQI
VMHEVLKQGKQVLVLVPE IGLTPQTI

V
A
SRFKSRFHNCDIALLHSGLNDSKRLQAWQHQAQTGKAS I IV I

LGTRSAIYT
NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 KTEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTVARFKSRFHCDIALLHSGLNDSKRLQAWQHAQTGKASIVIGTRSAIYT 320
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYT 319
consensus !!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!**!!!!!!!!

logo PLPHRLGL I I LDEEHDLSYKQQEGFRYHATRDVALYRGHYLQGHCPVI
LLGSATPS IDSYHLVESTGKLHTALLEQLNQRAGHVALVLPKM

NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 PLPHLGLIILDEEHDLSYKQQEGFRYHTRDVALYRGYLQHCPVILGSATPSIDSYHLVESGKLHLLELNQRAGVAVLPKM 400
NTDB id 1072 ABD1 RS01805 WP 000156662.1 PLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKM 399
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!*!!!*!!!!!!!!!!!!!!!*!!!* ! !!!!!!*!*!!!!

logo HLVIDLKIAVKKKQHGI SQNPL I EQIKLNTLAERKEQVL I FLNRRGYAP I
VLMVCESCGWQANCPHCDAHFTLHSTQPYHSYLHCHHCGT

NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 HVIDLKIAKKKHGISQNLIEQIKLTLERKEQVLIFLNRRGYAPILMCESCGWQANCPHCDAHFTLHSQPYHYLHCHHCGT 480
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGT 479
consensus !*!!!!! !! !!!!!*!!!!!! !! !!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!
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LGAGTAKLVEEHLQELFPDHHNDEVIRVDRDSTSRVGSWQKIYDR IQQNKPS I LLGTQMLAKGHHF
NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 INRLPDHCPACQKQSLKTIGAGTAKLEEHLQELFPHNEVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHF 560
NTDB id 1072 ABD1 RS01805 WP 000156662.1 VHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHF 559
consensus **!!!!!!! !! !!!!*!!!!!!*!!!!!!!!!***!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo PHVTLVAI LDIDAGLLSVDIRAPERTAQL IVQVAGRAGRGEHKGHNVYLQSTLRPDHPLMLTTL I EHKDYRATVAKQMTLAERKLVA
NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 PHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGNVYLQSLRPDHPMLTTLIEHDYRTVAKQMLAERKLA 640
NTDB id 1072 ABD1 RS01805 WP 000156662.1 PHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVA 639
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!*!!!!!!*!!! !!!! !!!!!*!
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MLPPYRYATVL IVRAVESKDRDEYSTLQHNFLANDEAIAEQQLRQTI

MAGDI
LVDIWGP IPAPMERKAGRYRAHMVI LSADRAKRLHFYLRQWWAQ

NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 MLPPYRYTVLVRVESKDREYSQNFLADIAQQLRTMAGDLVDIWGPIPAPMERKAGRYRAHMVILSADRAKLHFYLRQWWQ 720
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWA 719
consensus *!!!!!! !!*! !!!!!*!* *!! * ! !!! *!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!

logo QLVVHALPRQHQLRLS IDVDPQEFS
NTDB id 370690 AhaeAN54 RS16165 WP 118903217.1 QVVHLPRQHQLRLSIDVDPQEFS 743
NTDB id 1072 ABD1 RS01805 WP 000156662.1 QLVHAPRQHQLRLSIDVDPQEFS 742
consensus !*!! !!!!!!!!!!!!!!!!!!
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