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VL IVGRLTKRDVPDELRYTSPANSGVAAVAGTQTFSTI
L
MAVDNRPQTFTSNAQGNSGDEREADF IPNVCVI

TWRKQRLQSAETNCFVANYFTLRKKGRSLATVAGVEDGR I
LQVTR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 370643 FFV09 RS10540 WP 141447797.1 MLNRVILIGRLTRDPELRYTPAGVAVTQFTIAVDRPFTSQGGEREADFIPVVTWRQLAETCANYLRKGRLTAVEGRIQVR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFT.....................SPQQ 139
NTDB id 370643 FFV09 RS10540 WP 141447797.1 NYENNEGKRVYVTEVIADNVRFLESPNREGGGG.....SGREESSSNGGGNSGSSNSGGGNRPEPSYGGGGGGGNRGGGS 155
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQ.....YFGGGQ.NDNPFGG........NQN 141
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NTDB id 624 LCA RS00040 WP 011373726.1 TGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 370643 FFV09 RS10540 WP 141447797.1 QAPRGGGSSNNQDPFSDDGRPIDISDDDLPF 186
NTDB id 113 BSU 40900 NP 391970.1 NQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
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X non conserved

X similar

X ≥ 50% conserved


