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M
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SKEEMCSEVRL I SHFKFLGSAGMDIGERRKPQNGASLTLTKS ILDKEH

NTDB id 37049 BMD RS21740 WP 013085018.1 MTEIEQFATYVIRDAYECRSSDVHIVPRKKDAVIQLRIDQELILKRVISKEMSERLISHFKFLGGMDIGERRKPQNGALTTSIDH 85
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLTLKLKE 85
consensus ! !! *! *!! ** !!*!!!!! *!!*!* !*!* !* !! * !! * !!!!!!!!! *!!!!!!!!!!!! !! * *
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NTDB id 37049 BMD RS21740 WP 013085018.1 YQVNLRLSTLPTSHDESLVIRLLPHQQSTSLKHLSLFPEHTKKLISLLKFSHGLIIFTGPTGSGKTTTLYTLLHEVKHLFNRNVI 170
NTDB id 96 BSU 24730 NP 390353.1 GNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIV 170
consensus *!*!!*!!!!! **!!!!!!**!* * *!* *!!!!! * !*! !!*!!!**!!!!!!!!!!!!!!!*!** !**!!!!**

logo TLEDP I
VEKTPRDSEDTVLQVQVNEKRAGI

VTYSTATGLKAI LRHDPDI
MI IML

VGE IRDASETAEKIAVRAALMTGHLVLTSTLMHTKRDATKGAS ILYRLLEFG
NTDB id 37049 BMD RS21740 WP 013085018.1 TLEDPIEKPSETVLQVQVNERAGITYTTGLKAILRHDPDIIMVGEIRDSETAKIAVRAALTGHLVLTTMHTKDTKGSLYRLLEFG 255
NTDB id 96 BSU 24730 NP 390353.1 TLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFG 255
consensus !!!!!*! * ! !!!!!!!!*!!*!!* !!!!!!!!!!!*!**!!!!! !!! !!!!!!*!!!!!!!**!!*! !! *!!!!!!!
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NTDB id 37049 BMD RS21740 WP 013085018.1 VSFQEMEQTLVAVAAQRLVEIRCPLCSGKCHP.ACKKMRKHRQSSIYELLYGKELSAVMREVKGENADYDYKTLRDVILKGIALG 339
NTDB id 96 BSU 24730 NP 390353.1 INMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALG 340
consensus * *!*!!!**!*!!!!!!** !! ! !*** !* ! *! !*!!!!!!! ! ** ! !! *! ! ! !!! *! !!!!!!

logo YLTYPTHNNSLYDGRWGVYHEKD
NTDB id 37049 BMD RS21740 WP 013085018.1 YLYPHSLDGWG..... 350
NTDB id 96 BSU 24730 NP 390353.1 YLTTNNYDRWVYHEKD 356
consensus !! ** ! ! *****
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