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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 MKTGMFALALGLLALRFLPALPPTGWLIAMLVLA......LMLLPFRT.......SPLAFFLLGLSWACISAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 RPVLDGQTRWLEGRVTGLPQQTETGVRFELADS.QARNARLPKRIRVFWHG....................GPPVRSGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGER 126
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 EAGLAALVLGDGSGLAAEDWQVLQDTGTVHLLVISGQHIGLLAGLIYGLVALLARYGCWPR.........TWPWLPWACG 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 LAFAAALGYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGFWWPLLLALNGVLILEPLASLQPGFWLSFMAVAVLVLGFG 342
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPE 478
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 GR.......L.......GPWSVWQAWTRPQCLIAVGLFPVLLVLGLPVSVSAPLANLVAVPWISLVVLPLALLGSALLPL 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 LVPHGRVEVVQLDVGQGQALILRTRHHTLLYDAGPRSGTV.DLGARVVVPALKKLGVGTLDMMLLSHADADHAGGASAVA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 RGLPIRRVVGGETEGL.......PAFLATQPCVSGERWEWDGVAFELWQWP......DAIDGNPKSCVLQVQANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 TGDIDRAAERAFLASSL..AVRTDWLQSPHHGSRSSSSWPFLQRLAPTSVLISRGRGNAFGHPHPQVVERYQRLGSQIYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 370298 NIBR502773 RS03315 WP 227451608.1 SAELGAVRVQLG..AFQPPTVARSQRRFWRETLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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