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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 MRTLILGFAAGAAWLQTQASLPPHAGVLLWLIAGSGFTVSL..AL.H...RHARWRCVVALAAGVGLGFYWAAWLAQAAL 74
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVW.....QPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRL 75
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 APQLALADEGQDITVTGTIASLPYRFEQGVRFNFAVEKA.VGAQVPPLIALSWYAGFR...........DAVTNEVGDVQ 142
NTDB id 1426 RS RS05575 WP 011001070.1 SVVLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQ 155
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 PGERWRLTVRLQRPHGNANPMGFDYEAWLLEQGVRATGYVRPQPRADTPNVRLASFVPGFGNVVEASRAALRARILRSLD 222
NTDB id 1426 RS RS05575 WP 011001070.1 PGQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALP 235
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 GKQYAGVIVALVVGDQRAIPQSDWQVFNRTGVSHLISISGLHITMIAGLFALGAGALWRRSFFTE....RQLPLLLPAQK 298
NTDB id 1426 RS RS05575 WP 011001070.1 EARYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQR 315
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 VAALAGALAAFVYVLLAGFGVPAQRTLYMLLVVALALWLGRITSIGHILCLALGVVVLLDPWAVLWPGFWLSFGAVATML 378
NTDB id 1426 RS RS05575 WP 011001070.1 AGAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIF 395
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 YATAGRTT......ASLPQSAGRWRRLRAAVALGAHTQYVVTVGLVPLTMLLFSQVSLLSPVANALAIPVISLLVTPLSL 452
NTDB id 1426 RS RS05575 WP 011001070.1 LAARIVAADARDDVRRPAWPVRAWRGLRGA....ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLAL 471
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 AGSLLPAPLCDWLLLLAHAIVQMLAQVLDWLGARRFAVWTAPAPPMWSFCWALFGTAWLLAPRG...WPHRWAGMLGWLP 529
NTDB id 1426 RS RS05575 WP 011001070.1 MGTALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLP 551
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 LLTALPSSPPAGQMWITAFDVGQGMAMLVETHGHRLLYDTGPAYSLDSDGASRVIVPYLRARGIARLDGVIISHSDLDHA 609
NTDB id 1426 RS RS05575 WP 011001070.1 MLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHA 631
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 GGAVSLLENIDVGWLASSLFDGHPAVEARRQARRPYLHCMAGQRWSWEGVHFAMLHPLPASHTDIALKPNARSCTVKITA 689
NTDB id 1426 RS RS05575 WP 011001070.1 GGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIAN 711
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 GKHAILLAGDIEAAQEAQLLARSVAGELAADVLLAPHHGSGTSSTQAFLNAVDPGLAIFQVGHRNRYKHPKAQVYARYGE 769
NTDB id 1426 RS RS05575 WP 011001070.1 ARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGA 791
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NTDB id 370267 FJQ89 RS07775 WP 141169749.1 MGIVRLRTDVEGAVVLVF.GEEIDVLRYRLGRPRYLHGR................. 807
NTDB id 1426 RS RS05575 WP 011001070.1 RGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
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