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NTDB id 370054 FJR47 RS01725 WP 152298767.1 .MNLEETIKQLPDCAGIYQYFDKEGHLLYVGKAKSLAKRVKSYFIFT.PSLKPNTNLSSRIKKMISQAVSMNYIVVNSEH 78
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQ 80
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NTDB id 370054 FJR47 RS01725 WP 152298767.1 DALILENSLIKQLNPKYNILLRDDKTYPYIYIDNAKEYPRFEITRKIIQSSNVTYYGPFSVGARDILDSIYDICRLVQKK 158
NTDB id 1206 C694 RS04180 WP 000774319.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK 160
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NTDB id 370054 FJR47 RS01725 WP 152298767.1 GSLKSKKLCLYYQIGKCLGPCELNVPYEEYKKELDLATELIKNKKTLLAKLEEKMHFYAQNLRFEEAGEIRDRYQRISRS 238
NTDB id 1206 C694 RS04180 WP 000774319.1 NCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI 240
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NTDB id 370054 FJR47 RS01725 WP 152298767.1 EIKSEIDFASDENYDIFVLKNAENRAVIVRIFMRGGKIISSSHDYIQLNEGYDEDELYQRALMDFYSNGKPPIIAPILIA 318
NTDB id 1206 C694 RS04180 WP 000774319.1 APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLN 320
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NTDB id 370054 FJR47 RS01725 WP 152298767.1 T.EFENKNIIEEYLTTLFEKKALIKVPKKGDKKKLIDLALINAQELLRKEGKQNSDAILSEVKELFSLEKIPKRVEIFDN 397
NTDB id 1206 C694 RS04180 WP 000774319.1 ACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDT 400
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NTDB id 370054 FJR47 RS01725 WP 152298767.1 SHMSGVATVGAMAVYDKGGFDKKSYRTYHLQAKDEYSQMRETLTKRVESFSKNSPPDLWIIDGGGTLLKLAFEILESNGV 477
NTDB id 1206 C694 RS04180 WP 000774319.1 SHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGS 480
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NTDB id 370054 FJR47 RS01725 WP 152298767.1 FLDVIAISKEKIDAKAHRAKGKAKDIIHTKEDVFRLKDSDKRLQWMQKLRDEAHRSAINFHKKTKLKLDKESKLLSLKGI 557
NTDB id 1206 C694 RS04180 WP 000774319.1 FVEVIAISKEKRDSKAYRSKGGAKDIIHTPSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGI 560
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NTDB id 370054 FJR47 RS01725 WP 152298767.1 SQAKIVKLINHFGTFEALKNLSVEEIGSVLNIKDANIIKSIYK 600
NTDB id 1206 C694 RS04180 WP 000774319.1 GEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI......... 594
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