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NTDB id 370050 FJR03 RS09415 WP 193113252.1 MEFE.DKELIEEHLSEVFEKKASISIPQRGKKKDLIALALLNAKELLKKQNSKNE.KILQEVQELCSLERTPNRVEIFDN 396
NTDB id 1206 C694 RS04180 WP 000774319.1 ACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVEIFDT 400
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