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NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIE 65
NTDB id 1203 PSJM300 01605 AFN76401.1 ...............MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTE 65
NTDB id 370047 FJR03 RS07265 WP 193112866.1 MSEELQSQSAQAGKKLDIKKLLKSVMAFKSSDLHLVVGSEPQIRIDKELRALNLPVLSDTDIEEMAYSLIEDKQKKDFEE 80
NTDB id 1307 DR RS10055 WP 010888596.1 ...........MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEE 69
NTDB id 1116 NGFG RS10615 WP 003690200.1 ...............MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQ 65
NTDB id 1086 NMV RS00245 WP 002218487.1 ...............MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRRINLPEMSAEEVGNMVTSVMNDHQRKIYQQ 65
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ...............MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEE 65
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ...............MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEE 65
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ...............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEE 65
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ...............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEE 65
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ...............MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEE 65
NTDB id 1202 PSJM300 01600 AFN76400.1 ...............MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEE 65
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ...............MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEE 65
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ...............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEE 65
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEE 65
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ...............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEE 65
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 THECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMI 145
NTDB id 1203 PSJM300 01605 AFN76401.1 NHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMI 144
NTDB id 370047 FJR03 RS07265 WP 193112866.1 NNELDFSFELKD.IGRFRANYYRTIYGIGCAFRMIPIEIPTLEEYGNPPIFKELVKKEKGLILVTGPTGSGKSTTLASML 159
NTDB id 1307 DR RS10055 WP 010888596.1 KRELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMI 148
NTDB id 1116 NGFG RS10615 WP 003690200.1 NLEVDFSFELPN.VARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMI 144
NTDB id 1086 NMV RS00245 WP 002218487.1 NLEVDFSFELPN.VARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMI 144
NTDB id 1185 GTF74 RS11940 WP 000350195.1 KLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMV 144
NTDB id 1176 A1552VC RS01160 WP 000350195.1 KLEVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMV 144
NTDB id 1283 ACE17W RS02630 WP 010947729.1 FFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVI 144
NTDB id 1259 GCO85 RS10305 WP 010947729.1 FFETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVI 144
NTDB id 1194 PAKAF RS01995 WP 003084552.1 FLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAML 144
NTDB id 1202 PSJM300 01600 AFN76400.1 FLETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAML 144
NTDB id 1020 ACIAD RS04210 WP 011182164.1 KLETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAML 144
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 KLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAML 144
NTDB id 1060 ABD1 RS04380 WP 000355489.1 KLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAML 144
NTDB id 1040 H0N27 RS13360 WP 000355489.1 KLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAML 144
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 QHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLV 225
NTDB id 1203 PSJM300 01605 AFN76401.1 GYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLC 224
NTDB id 370047 FJR03 RS07265 WP 193112866.1 HEINLNERRHIITIEDPVEFVHTNIKSLFSQRDVGSCTRSFATALKYALRQDPDVILIGEMRDAETIGAALTAAETGHLV 239
NTDB id 1307 DR RS10055 WP 010888596.1 DHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLV 228
NTDB id 1116 NGFG RS10615 WP 003690200.1 NYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLV 224
NTDB id 1086 NMV RS00245 WP 002218487.1 NYINETQPAHILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLV 224
NTDB id 1185 GTF74 RS11940 WP 000350195.1 NYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLV 224
NTDB id 1176 A1552VC RS01160 WP 000350195.1 NYVNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLV 224
NTDB id 1283 ACE17W RS02630 WP 010947729.1 DYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLV 224
NTDB id 1259 GCO85 RS10305 WP 010947729.1 DYINSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLV 224
NTDB id 1194 PAKAF RS01995 WP 003084552.1 DYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
NTDB id 1202 PSJM300 01600 AFN76400.1 DYLNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
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NTDB id 1019 ACIAD RS04205 WP 004922051.1 FATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKE 305
NTDB id 1203 PSJM300 01605 AFN76401.1 LATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKG 304
NTDB id 370047 FJR03 RS07265 WP 193112866.1 FGTLHTNSAPGTINRIIDVFDGEEQAQVRAQLASSLVAVISQTLIPR.VGGGKVATQEVMISNPAISNLIREDKVHQIYS 318
NTDB id 1307 DR RS10055 WP 010888596.1 MGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITS 308
NTDB id 1116 NGFG RS10615 WP 003690200.1 FGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINS 304
NTDB id 1086 NMV RS00245 WP 002218487.1 FGTLHTTGAAKTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINS 304
NTDB id 1185 GTF74 RS11940 WP 000350195.1 FGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYS 303
NTDB id 1176 A1552VC RS01160 WP 000350195.1 FGTLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYS 303
NTDB id 1283 ACE17W RS02630 WP 010947729.1 FGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYS 303
NTDB id 1259 GCO85 RS10305 WP 010947729.1 FGTLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYS 303
NTDB id 1194 PAKAF RS01995 WP 003084552.1 FGTLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYS 303
NTDB id 1202 PSJM300 01600 AFN76400.1 FGTLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYS 303
NTDB id 1020 ACIAD RS04210 WP 011182164.1 FGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYS 303
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 FGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
NTDB id 1060 ABD1 RS04380 WP 000355489.1 FGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
NTDB id 1040 H0N27 RS13360 WP 000355489.1 FGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
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NTDB id 370047 FJR03 RS07265 WP 193112866.1 QMQLNQGETAMTTQTQQLLELLQKKTISKENALKNSNR.PDELMKVIANL.............................. 367
NTDB id 1307 DR RS10055 WP 010888596.1 VMQTGAR.EGMVTMDAYLAGLFRRHLITYDKGLERAID.PKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRG 386
NTDB id 1116 NGFG RS10615 WP 003690200.1 VLQTGQA.SGMQTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF.................................... 347
NTDB id 1086 NMV RS00245 WP 002218487.1 VLQTGQA.SGMQTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF.................................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IIQTGAA.HGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF..................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IIQTGAA.HGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF..................................... 345
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NTDB id 1259 GCO85 RS10305 WP 010947729.1 SIQTGQA.KGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF..................................... 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 AIQTGGS.LGMQTLDMCLKGLVAKGLISRENAREKAKI.PENF..................................... 344
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