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NTDB id 369997 BLCSL RS10770 WP 003182174.1 MFNEREALRLRLEQLGDAEIQVMRELRKEREGIYSKLRELDRESEPAINKKSS........LIDLASAAAEELKQSQHAA 72
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQPQS 80
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NTDB id 369997 BLCSL RS10770 WP 003182174.1 ...DKHP........PIKTPSH........TIFQSKTTIQREAAINILSRYEEGLKGIKLKTEIEKETGFPIKNMTTFMK 133
NTDB id 79 BSU 14240 NP 389307.1 QQQSVQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQ 160
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NTDB id 369997 BLCSL RS10770 WP 003182174.1 SLMKHRPDIKKPARGHYILHKEKDL...... 158
NTDB id 79 BSU 14240 NP 389307.1 SLIKMYPEVKKPYRGQYILEGEIESAESANE 191
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