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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 369937 FJQ87 RS17685 WP 140933763.1 MASRGVNKVILVGNLGQDPEVRYMPNGNAVANITVATSESWKDQ.QGQQQERTEWHRVVFFGKLAEIAGEYLRKGSQVYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD......FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNN 148
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQ..............SQEAYQRPAQQSRQ 138
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQ..............SQEAYQRPAQQSRQ 138
NTDB id 369937 FJQ87 RS17685 WP 140933763.1 EGKLQTRKWKDQSGQDRYSTEIVVDQ.SGSMQMLGGRPQGQPGQAAGNFGGQN.NQFAGQP....ANQG.YQQPQQ...N 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNV.........P....AQQGSWGQPQQPAKQ 147
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNAT......................................RPQPAQK..PAA.....QAEPPMDNFDDDIPF 180
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAPDAPSHPQ.............................EAP....AAPRRQPVPA........AAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PASDAPSHPQ.............................EAP....AAPRRQPVPA........AAPVEDIDDDIPF 174
NTDB id 369937 FJQ87 RS17685 WP 140933763.1 YQAPQQSAPQQAYQQPQQNYQSAPAAPAYQAPQQSAPQQSAPMQQRPAPKPQAAPAAAPQQNYTPDLDEGWDDDIPF 226
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQQSAPQ.QYSQPQY..............................................NEPPMDFDDDIPF 177
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