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NTDB id 1177 A1552VC RS01165 WP 000422572.1 B DV} 75
NTDB id 369932 FJQ87 RS15225 WP 140933336.1 76
NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 AG [BPH 76
NTDB id 1307 DR RS10055 WP 010888596.1 122 O FIEES[EWYDAQGFEPES ASITR| G 80
NTDB id 1185 GTF74 RS11940 WP 000350195.1 R ISAF Tz SPPAYH IMNDEY QRI P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 R AFTSH IMNDE\QRBE P 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 R PIREIIKIAY T IMND A 76
NTDB id 1259 GCO85 RS10305 WP 010947729.1 R IMND A 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 R IZPIREIK QUHAS IMND P 76
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 R PRALINHISD Vsl - L IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 R PRALINHISD Vsl - L IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 R PRALINHISD Vsl L IMND P 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 153
NTDB id 369932 FJQ87 RS15225 WP 140933336.1 155
NTDB id 1203 PSJM300 01605 AFN76401.1 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 156
NTDB id 1307 DR RS10055 WP 010888596.1 ANFNIRGLVLVTGPTGSGKSTTLA M 159
NTDB id 1185 GTF74 RS11940 WP 000350195.1 RERVNAFBIQERGSIAVFRTIP AllNgy GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 RERVNAFBIQERG[SAVFRTIP AllNgy GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 RFRVNAFINQMRGA AVFRTIP ARBIRGLVLVTGPTGSGKSTTLAAN 155
NTDB id 1259 GCO85 RS10305 WP 010947729.1 RFRVNAFNQSRGA AVFRTIP ARISIRGLVLVTGPTGSGKSTTLAA|Y 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 RFRVNAFNQRRGAGAVFRTIP DAMYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 RFRVNAFNQRRGAGAVFRTIP OAEYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 RFRVNAFNQRRGAGAVFRTIP ONEYRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N RFRVNAFNQWNRGAGAVFRTIP EDLELIMNIFK [N@¥RG VLVTGPTGSGKSTTLAAM 155
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHK C 233
NTDB id 369932 FJQ87 RS15225 WP 140933336.1 235
NTDB id 1203 PSJM300 01605 AFN76401.1 235
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RERIET DNALINJAETGHLVE | T L HESYAN[OREETS
NTDB id 1307 DR RS10055 WP 010888596.1 IMVALR ALR RDMETI|WAA TAAETGHLVIGTLHTMS Al ekl
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHERRKCL ISYALRSALREDPD RDNETINLALTAAETGHLVFGTLHTSARK 235
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHERNKCL ISYALRSALREDPD RDNETINMLALTAAETGHLVEGTLHTHS ALK RIS
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVHNSKKCL MMALRSALREDPD RDIMETIIMLA TAAETGHLVFGTLHTRSANK 235
NTDB id 1259 GCO85 RS10305 WP 010947729.1 EDPIEFVHESKKCL WMALRSALREDPD RDIMETIIMLA TAAETGHLVEGTLHTNS AQYK RIS
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHIMKKCL MIFALRSALREDPD RDIMETIIRLALTAAETGHLVEGTLHTENS ALK RIS
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHNSKKCL IMAALRSALREDPD RDIMETIIMLALTAAETGHLVEFGTLHTYS ARK 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVH[ESKKCL IMAALRSALREDPD RDIMETIILALTAAETGHLVEGTLHTENS ALK RIS
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHNSKKCL IMAALRSALREDPD RDIMETIIMLALTAAETGHLVFGTLHTENS AFK 235
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