
logo MS
T
Q
E
D
F
L
I
S
M
I
E
A
V
L
Y
M
F
D
Q
V
Y
I

F
L
S
Y
Q

Q
S
N
Y

L
P
T
W
F
A
L
A
L
F
P
V
Y
P
S
I
V

F
A
L
S
V
A
F
T
A
V
I
L
L
V
F
A
S
G
A
L
L
T
C
I

I
VGSFLNVVIHYRVTLP I

R
V
K
I
MMKELQRGDEWTRQARVQFEACHKAQADEMHYLSFLEPNHLEPNPEYEGKLQNP IKI LIDETPKQLKP I LSALRAPQ

TDDGEYD
P

NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDLS...VLSP.FAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPL...................TDDE 57
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPII...................D 61
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPII...................D 61
NTDB id 369919 FJQ87 RS03630 WP 140930623.1 MTEFIALMDSQPWLFYSLSFIFAATIGSFLNVVIHRLPIMMKREWQQECHDYLEHNENIKLDPKQLKPILSALRAPQDGY 80
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ....MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYK...IEP................P 57
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ....MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYG...ITP................P 57
consensus * * * * * * * ** *!!!!!!!!*!*!**!* *! ** *

logo

E
K
P
S
H

A
G
R
E
R
T
K
F
Y
L
N
TL IMNSLVKPDGARSACTSCQPHQAKCGRHQVQTAQP IKRAIPVWI

R
W
Y

D
QNIP I

L
V
V
L
I
G
S
Y
WLAVLLKRGQRKCAHSGNSHCKSQAHTKP INSSAIRYPALVI EALLTAGMF

V
L
M
L
C
F
V
S
T
G
L
F
L
V
L
I
V
V
A
F
T
M
W

Q
V
H
Y
F
P
G
A
W
F
P

G
S
T
S
V
W
Y
I

A
I
F
Q

A
F
M
T

A
V
L
G
W
A
F

A
L
G
S
V
L
I
L
F
V

F
L
S
T

NTDB id 1111 NGFG RS09220 WP 003689814.1 SRTFNLMKPDSCCPKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILT 137
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 HEKLTLSKPASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLT 141
NTDB id 1061 ABD1 RS18470 WP 001152280.1 HERLTLNKPASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLT 141
NTDB id 369919 FJQ87 RS03630 WP 140930623.1 PAKYNLIVPGSACPKCHTAIKPWQNIPVLGWLLLKGRCGHCSTPISSRYPLVEALTGLLVTVLAWHFGATSAFAWASLLT 160
NTDB id 1403 DSB67 RS12675 WP 010643256.1 KETLTLSVPRSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFT 137
NTDB id 1170 A1552VC RS11080 WP 000418747.1 EGKLTLSLPRSTCPHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFS 137
consensus ***! ! !*!* ! *!* **!!!****!*!*!*!**!* *!* !!!**!*!!** * *** ** * * *****

logo

A
Y
F
W

F
G
VLVI SAMALTW

F IDALFDETLMQYLLPDSRQMFLTLPL IMALAWGTLGI
L
I
L
A
G

F
I
L
A
N
T
L
A
D
L
N
F

N
G
F
G
L
I
F
S
Y
V
P
T
VDP
S
I
P
L
S
Y
N
Q

D
S
S
AI
V
L
W
IGYAVLMI

AGFYSLCSLWLIS ILVCFYAYWGVLYFKVL ILTGKTEGMGNYGDFKL IMLA
NTDB id 1111 NGFG RS09220 WP 003689814.1 AFLISLTFIDADTQYLPDSMTLPLIWLGLIFNLDGGFV.PLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIA 216
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 WVLIALTFIDFDTQLLPDRFTLPLAALGLGINTFNIYT.SPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLA 220
NTDB id 1061 ABD1 RS18470 WP 001152280.1 WVLIALTFIDFDTQLLPDRFTLPLAALGLGINTFNIYT.SPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLA 220
NTDB id 369919 FJQ87 RS03630 WP 140930623.1 FGLVAMTWIDFDEMLLPDQLTLPLLWLGLLLNLNGLYT.DIYSAVIGAMAGYLSLWSVFWGFKLLTGKEGMGYGDFKLMA 239
NTDB id 1403 DSB67 RS12675 WP 010643256.1 FVLIAATFIDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLA 217
NTDB id 1170 A1552VC RS11080 WP 000418747.1 YVLIAATFIDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLA 217
consensus **!***!*!!*!* *!!! *!!!!***!***** *** *******!***!** !! *****!**!!!*!!!*!!!!!*!

logo

L
A
F
LGAWMLGI

P
W
S
L
Q
A
Q
S
MLPMVLLI IVFLVLSSLVI

V
LGLVAVIAFIAGLIGVIQLMLLKRQSLKMQRKNRKMQVAEGKQDIDEGNKMRSQHAPMFAPFGPAYI

L
T
A
L
V
I
S
AGWFIV I

S
AF
L
I
T
L
A
F
W
N
G
E
H
D
K
S
Q
V
I
WRAI

L
T
V
M

D
Q
K
N

I
W
W
YFLAGTHTGS ILPWALVRGQVPL

NTDB id 1111 NGFG RS09220 WP 003689814.1 ALGAWLGISALPVLIFVSSLIGLVAAIV....MRVAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 ALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 ALGAWMGPLMLPLIVLLSSLLGAIIGIILLKLRN..DNQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 369919 FJQ87 RS03630 WP 140930623.1 LFGAWLGWQMLPLIILLSSVLGAVIGIGLMLSKRMEQGSPMPFGPYIALAGWIALLFGESI...TQWYLASLA.... 309
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ALGAWLGWQSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ALGAWLGWQQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
consensus **!!!*! !!*****!!**! * *** ** * * !!!*****!!** **** * * ***

X non conserved

X similar

X ≥ 50% conserved


