
logo MTKVNIV I IDDHQLFREGVKR I LDFEPTFEVVAEGDDGDEAAR IVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKVI I LS I
NTDB id 369851 D073 RS16695 WP 020956418.1 MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKVIILSI 85
NTDB id 83 BSU 35490 NP 391429.1 MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKVIILSI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo HDDENYVTHALKTGARGYLLKEMDADTL I EAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPE IRRPLHI LTRRE
NTDB id 369851 D073 RS16695 WP 020956418.1 HDDENYVTHALKTGARGYLLKEMDADTLIEAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPEIRRPLHILTRRE 170
NTDB id 83 BSU 35490 NP 391429.1 HDDENYVTHALKTGARGYLLKEMDADTLIEAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPEIRRPLHILTRRE 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CEVLQMLADGKSNRGIGESLF I SEKTVKNHVSNI LQKMNVNDRTQAVGVVAIKNGWVEMR
NTDB id 369851 D073 RS16695 WP 020956418.1 CEVLQMLADGKSNRGIGESLFISEKTVKNHVSNILQKMNVNDRTQAVGVAIKNGWVEMR 229
NTDB id 83 BSU 35490 NP 391429.1 CEVLQMLADGKSNRGIGESLFISEKTVKNHVSNILQKMNVNDRTQAVVVAIKNGWVEMR 229
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!
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