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NTDB id 369845 D073 RS14725 WP 020956269.1 MILLGVLKKQVNHVILKKFLKFFSVALLLFSIFYFTLVVYYTQNGIIIGTNVVKVSNQELKVVDMTRSSYGRLMGLEIGDKIVEI 85
NTDB id 91 BSU 31690 NP 391047.2 ...............MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKI 70
consensus ****************! *! !**!*** !! ! * ! * !!!!!!! **! * *** !!!! *!! !! !* !
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NTDB id 369845 D073 RS14725 WP 020956269.1 NGHKPNKENIYGSYLAKVRQLKVERNDKLIKLDNFEFIYLDSPYSFFSYIVPGIFYLLSLICIFYIFRVNLKKDSISAYILICFL 170
NTDB id 91 BSU 31690 NP 391047.2 NKEKPSDKHLKWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLL 155
consensus ! *!! ** !! ** ! * ! ! !*! !* * ! !!!!! ***! !! !!*!!!!!! *!! !* ! !!!!!* !
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NTDB id 369845 D073 RS14725 WP 020956269.1 LCISIAYLSAGGVTRGYSVNRYINLYTFLAVPVLYLNFLHQYFKELNVKFSRGIYILILYNLPLVNIICELFEKHIKY..DVITS 253
NTDB id 91 BSU 31690 NP 391047.2 LDISIAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRIS..FLYIIPIFNLGIEFFQDYLQVDIDFLAT 238
consensus !*!!!!!*!!!!* !!* *!!!!!!*!!* !*!!!*!** ! !* ! ! ** !! *!* !* *! ! ** **! * *
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NTDB id 369845 D073 RS14725 WP 020956269.1 LNLLTFLFEMMVVYVCLILYQIKHRKKDFAYLLKVLLVSNTIAFLPFTLLYIVPLVIFGQYVYSAVITAPFLLLIPLALVYQFVV 338
NTDB id 91 BSU 31690 NP 391047.2 LNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVA 323
consensus !!!**! * * ** !* !** ** **!!*!***!!* ! !! * ***!** !*!***!* *!* !*!!! *!!!!!!
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NTDB id 369845 D073 RS14725 WP 020956269.1 NKIYNIDFLLGRLRYYCLLAVIPSIGIVWVFVVFMNKNRDFNTFQITLFVFLIMLSVFYFKEVLDYKFRLKRFSEKYNYQDSIFK 423
NTDB id 91 BSU 31690 NP 391047.2 NKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFK 408
consensus !!** !*!*!!!*!!!*!!!*!!** !! !*! !* !*! !**! !!!!!!!*!*!!!!!!!!!!*!!!!!!!!
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NTDB id 369845 D073 RS14725 WP 020956269.1 YTQLIKSVSVLNQVFTHLKATILDVLPVSKAYIFEISSGGEIVYFDKQSTEPNWYPYKDKFEKVNSEIGKIIEINQGFLMKIGER 508
NTDB id 91 BSU 31690 NP 391047.2 YTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGER 493
consensus !!!!** !* !*!!! *!! !!!!!!*!!!!! !!*** * *** !!* ! ! *! * !! ! !!!!!!!!*!!!!!!!*!!!
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NTDB id 369845 D073 RS14725 WP 020956269.1 GTSSYVLLCLSSINTPRLTMDETSWLKTLSFYTSVSMENVLQIEELMDHLQNLKQQGSNPVWLKKLMFTIEEKQRSDLARDLHDS 593
NTDB id 91 BSU 31690 NP 391047.2 GGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDS 578
consensus ! !!!!!!!!! !!!!!!! !! !!!!!!!!!!!!!!!!!!*!!!!!*!! !!! !*!!*!!!!!!! !!!!!!! !!!!!!!!



logo VLQDL I SLKRQCELFLAGDFKKDDEENPCQRELEVQDKLHVQMNEQMSDVI LSMTRETCHELRPQLLYDLGLVKALVSKLAVAQQQERAVPFHIR
NTDB id 369845 D073 RS14725 WP 020956269.1 VLQDLISLKRQCELFLADFKK.EEPCQLEVQDKLHQMNEQMSDVILMTRETCHELRPQLLYDLGLVKAVSKLAAQQQERAPFHIR 677
NTDB id 91 BSU 31690 NP 391047.2 VLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIR 663
consensus !!!!!!!!!!!!!!!!*!!!!** !! !!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!! !!!!!
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NTDB id 369845 D073 RS14725 WP 020956269.1 LNTGRFTAALDLDTQLNLYRIIQEFLSNAMKHSQANEVLIMLISIQNKVILHYEDDGVGCNQEKGGGQSMSMGLSGIKERVRALD 762
NTDB id 91 BSU 31690 NP 391047.2 LNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALD 748
consensus !!!!!!!! !!!!*!!!!!!!!!!!!!!!*!!!!! *!!!!!!!!!!!**!!!!!!!!!* !!! *!!!!!!!!!!!!!!!!!
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NTDB id 369845 D073 RS14725 WP 020956269.1 GRMKIDTSEGNGFKVDIEMEL 783
NTDB id 91 BSU 31690 NP 391047.2 GRLRIETSEGKGFKADIEIEL 769
consensus !!**!*!!!! !!! !!!*!!
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