
logo MLLS I LFFI FLGL I FLGSFFYYTAAGCR IPLHR I
LS IV IASPRSASCPSFCRLRPTLSTPWAGEL IVP I

V
L
VSFYI

L
F
LQKRGKRCKRNSCGRAHKR I

LSFVMYPAAECLVWTACLFATA
NTDB id 369839 D073 RS12870 WP 020956151.1 MLLILFFLGLIFGSFFYTAACRIPLRISVISPRSACSFCRLPLSWGELVPVVSYILQRGRCRNCRAKLSVMYPAAECWTACLFTA 85
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTACLFAA 85
consensus !! !!! !!! !!!*!!!*!!!!!**!*! !!! !*!!! *!***!!*!**!** !*!*!* ! ***! !!!!!!* !!!!! !
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NTDB id 369839 D073 RS12870 WP 020956151.1 AGIHFGFSKELLVALLFLSLLMIVTVTDLQYMLIPDKVLLFFLPLFIAGRMFSPLGSWYAGFAGAVCGFFLLVFIMFVSKGGIGA 170
NTDB id 103 BSU 28070 NP 390685.2 AGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVIAAITHGGVGG 170
consensus !!!*!! ! !! *!**!*!!!*!! !!!***!!!! **!*!!!! !*!* !!! !!!!! !! *!! ! ! ***!!*!*
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NTDB id 369839 D073 RS12870 WP 020956151.1 GDVKLFGVIGLTLGVKLVLIAFFLSVMIGAVYGMCAAARGRLGKKQPFPFAPAISAGSALSYLYGEELFSFYIKLASGGA 250
NTDB id 103 BSU 28070 NP 390685.2 GDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG.. 248
consensus !!*!!!*!!! !!!!** !!! !!*!!!*!! *! !!!*!*!! !!!!!! !!! ! !!!!* * !!!!!*! !**
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