
logo MFNEREALRLRLEQLNEAEVKVIREYQI ERDKIYAKLRELDNRNTGSLPSDE I
TKKDEFRPSEKKPSDSLPVLAELAAQE I

MRSYQKPQSTQPQQS
NTDB id 369815 D073 RS07195 WP 003154591.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDNTGSLSDTKKEFRPEKKSDSLPVLAELAAQEMRSYQKPQTQPQS 85
NTDB id 79 BSU 14240 NP 389307.1 MFNEREALRLRLEQLNEAEVKVIREYQIERDKIYAKLRELDRNGSPSEIKKDFRSEKKPDSLPVLAELAAQEIRSYQ.PQSQQQS 84
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!* !!*!!*!!!*!!!!!!!!!!!!!*!!!!*!!*!*!!

logo

S
VQPQLMQS I STSLPAGIPDGSTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKE I EKESGLE IPNMTTFMQSL IKMYPEV

NTDB id 369815 D073 RS07195 WP 003154591.1 SQPQMQSITSLPAGIPDGSTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIKMYPEV 170
NTDB id 79 BSU 14240 NP 389307.1 VQPQLQSISSLPAGIPDGTTRRRRGTARPGSKAAKLREAAIKTLKRHNAAIKSSELQKEIEKESGLEIPNMTTFMQSLIKMYPEV 169
consensus !!!*!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KKPYRGQYI LEGE I ESQSAEETASAENTAENDTAAE
NTDB id 369815 D073 RS07195 WP 003154591.1 KKPYRGQYILEGEISQETAETANDTAAE 198
NTDB id 79 BSU 14240 NP 389307.1 KKPYRGQYILEGEIESAESANE...... 191
consensus !!!!!!!!!!!!!! ******
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