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NTDB id 1384 A4U84 RS08525 WP 010787006.1 PEQQPIYEESELAFVEQE..........QEQLNL.NDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLY 158
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QQQTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTF 317
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRQDPDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRG 397
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 VGCDECYQGYR..GRIGVYQCLSRT...............AKKFDKQTAYLDFSSLRESAKQKIEQQ..LTNETEVDRVL 458
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