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NTDB id 369690 D069 RS13065 WP 105937480.1 MLLILFFLGLIFGSFFYTAACRIPLRISVVSPRSACSFCRLPLSWGELVPVVSYILQRGRCRNCRAKLSVMYPAAECWTACLFTA 85
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTACLFAA 85
consensus !! !!! !!! !!!*!!!*!!!!!**!** !!! !*!!! *!***!!*!**!** !*!*!* ! ***! !!!!!!* !!!!! !

logo AGIHRFGFI SKLELFLPVALVLVF ILSLL IMIVATMVTDI
L
H
Q
F
YML IPDNKR I

VL ILFFLPFLFLAIAAGRLMF
I SPLDSWYAGFLALGAAVACGFFLFLLAVFVIAMAF IVSTHKGGI

VGAG
NTDB id 369690 D069 RS13065 WP 105937480.1 AGIHFGFSKELLVALLFLSLLMIVTMTDLQYMLIPDKVLLFFLPLFIAGRMFSPLDSWYAGFAGAVCGFFLLVFIMFVSKGGIGA 170
NTDB id 103 BSU 28070 NP 390685.2 AGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVIAAITHGGVGG 170
consensus !!!*!! ! !! *!**!*!!!*!! *!!***!!!! **!*!!!! !*!* !!!!!!!!! !! *!! ! ! ***!!*!*
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NTDB id 369690 D069 RS13065 WP 105937480.1 GDVKLFGVIGLTLGVKLVLIAFFLSVMIGAVYGMCAAARGRLGKKQPFPFAPAISAGSALSYLYGEELFSFYIKLASGGA 250
NTDB id 103 BSU 28070 NP 390685.2 GDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG.. 248
consensus !!*!!!*!!! !!!!** !!! !!*!!!*!! *! !!!*!*!! !!!!!! !!! ! !!!!* * !!!!!*! !**
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