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NTDB id 369264 FJM75 RS21635 WP 166001370.1 .MITKPEGSRWTDEQWEAIASRNQDVLVAAAAGSGKTAVLVERIIRRLADEKDPAEVDRILVVTFTNAAAAEMRHRIGEA 79
NTDB id 119 BSU 10630 NP 388944.2 MNIPKPADSTWTDDQWNAIVSTGQDILVAAAAGSGKTAVLVERMIRKITAEENPIDVDRLLVVTFTNASAAEMKHRIAEA 80
consensus * !*!! ! !!!*!! !! ! !!*!!!!!!!!!!!!!!!!!*!!** ! ! *!!!*!!!!!!!! !!!!*!!!*!!
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VADQTEAGAEL ILGRDEEAVLMDEELFEDEEHYASKQGKEENEK
NTDB id 369264 FJM75 RS21635 WP 166001370.1 LEEKLKEDPSSLYLRRQLSMLNRASISTLHSFCMEVLRRYYYKIDLDPAFRVADQTEAALLREEAMEELFEEHYSQKENE 159
NTDB id 119 BSU 10630 NP 388944.2 LEKELVQRPGSLHIRRQLSLLNRASISTLHSFCLQVLKKYYYLIDLDPGFRIADQTEGELIGDEVLDELFEDEYAKG.EK 159
consensus !! ! ! !!**!!!!!*!!!!!!!!!!!!!* !!**!!! !!!!!*!!*!!!!!* !* *! **!!!!**! *
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 AFYDLVDRYSSDRSDVDLQLLVERLFHFSSSHPWPKQWLADSVDLYKHAGNKSFDELIWVEELKKDVVLQLEGMREVQEK 239
NTDB id 119 BSU 10630 NP 388944.2 AFFELVDRYTTDRHDLDLQFLVKQVYEYSRSHPNPEAWLESFVHLYDVSEKSAIEELPFYQYVKEDIAMVLNGAKEKLLR 239
consensus !!**!!!!!**!!*!*!!! !! ****! !!! ! !! !*!! * *!!** *! !* * ! ! *! *
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 AISISSSPGGPEPYLSTLEVEHEMVNGLLQASKESWAALKKAFEAVSFGRLKPCKGDQFDPELIDTVKGMRDRVKKTVQS 319
NTDB id 119 BSU 10630 NP 388944.2 ALELTKAPGGPAPRADNFLDDLAQIDELIQ.HQDDFSELYKRVPAVSFKRAKAVKGDEFDPALLDEATDLRNGAKKLLEK 318
consensus !* ** !!!! ! ** * !*!** * * ! ! *!!!! ! !**!!! !!! !*! *! !! *
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 MKEDLFQREAEEYLEDIKKLAPVLETLASLVNEFRDKYTDLKKEKGLVDYSDLEHYCLSILLDEASTPDNPIASNAAKEY 399
NTDB id 119 BSU 10630 NP 388944.2 LKTDYFTRSPEQHLKSLAEMKPVIETLVQLVISYGKRFEAAKQEKSIIDFSDLEHYCLAILTAENDKG.EREPSEAARFY 397
consensus *! ! ! ! *! *! * * !!*!!! !! * ** ! !! **!*!!!!!!!! !! ! ** * *! !!* !

logo QETQFAHEVL IVDEYQDTNLSVQESTI LNQAL IVSTQSGTPSEENGTGNLRFMVGDVKQS IYRFRLAEPGLLFLASKYKRSFGTERSGSEEGPTGTKRKR IDLANKRN
NTDB id 369264 FJM75 RS21635 WP 166001370.1 QTQFAEVLIDEYQDTNSVQETILNAISQTSENGGNRFMVGDVKQSIYRFRLAEPGLFLAKYKSFGRSSEEPTKRIDLARN 479
NTDB id 119 BSU 10630 NP 388944.2 QEQFHEVLVDEYQDTNLVQESILQLVTSGPEETGNLFMVGDVKQSIYRFRLAEPLLFLSKYKRFTESGEGTGRKIDLNKN 477
consensus ! !!*!!!*!!!!!!! !!!*!!* ** *! !! !!!!!!!!!!!!!!!!!! !!! !!! ! ! ! * **!!! *!
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 FRSREEVLNSTNFIFKQIMDERVGEIKYDHAAELIPGAEYPKSQTVVPEVHVIDQSSDVE...EDQEVEKVQLEARLIAS 556
NTDB id 119 BSU 10630 NP 388944.2 FRSRADILDSTNFLFKQLMGGKIGEVDYDEQAELKLGAAYPDNDETETELLLIDNAEDTDASEEAEELETVQFEAKAIAK 557
consensus !!!! **! !!!!*!!!*! **!!* !!* !!! *!! !! *!***!!* ! ****! !*! !! !!* !!
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 NIKSMMGKSENERTKIYDRKEDRMRPIQYRDMVILMRATSSWAPVMMEELKQAGIPSYSDLATGYFEATEVAIMMSLLNV 636
NTDB id 119 BSU 10630 NP 388944.2 EIRKLI....SSPFKVYDGKKKTHRNIQYRDIVILLRS.MPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKV 632
consensus !* ****** * !*!! ! *!*!!!!!*!!!*! * *!!! *!!!!* !!! ! ! *!!!!! !!!* *!*! !
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 IDNPYQDIPLASVLRSPIIGLSEEELALIRINEKQSSYYLAMQAYCET..ESNELSEKIAQFIDDLNRWREQARQSSLSE 714
NTDB id 119 BSU 10630 NP 388944.2 IDNPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGDRSDELYQKLNTFYGHLQKWRAFSKNHSVSE 712
consensus !!!!!!!!!!!!!!!!!!*! ! !! !!!* ! *!! !! !* ** ! !! !* ! *!**!! ***!*!!

logo L IWEQLVYRDETKNYMYDEFYVGGMPAGGKLQRQANLRAVLYDRARQYEASTASFRGLFRFLRF IDERMKQERGDSDLGTARALGSEQEDVVRLVMT
NTDB id 369264 FJM75 RS21635 WP 166001370.1 LIWQLYRETNYYEFVGGMPAGLQRQANLRALYDRARQYEATSFRGLFRFLRFIDRMKERGSDLGTARALGEQEDVVRVMT 794
NTDB id 119 BSU 10630 NP 388944.2 LIWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMT 792
consensus !!! *!!*! ! **!!!!!*! !!!!!!! !!!!!!!!! ! !!!!!!!!!!!*!! !!! !!!!!!!! !!!!!!!*!!
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 IHKSKGLEFPVVFVAGIAKQFNMRDMANQMLLHKEFGLATKYIDPINRISYPTLPYFTLQKRMKLELLAEEMRVLYVALT 874
NTDB id 119 BSU 10630 NP 388944.2 IHSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSEELRVLYVALT 872
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 RAKEKLILVGTVNDWEKELLSWAEA.PGEEWLLSDYERSTSKTYLNWIGPAIIRHQDLSSITEGVASFPKHDEVFHHPSR 953
NTDB id 119 BSU 10630 NP 388944.2 RAKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDL....AGVPAHADISGHPAR 948
consensus !!!!!! !*!** !* ! ! ! ** *!!!****! *!!! *!!!!* !! !! *****! ! ! ** *!! !

logo

F
W
A
S
L
V
Q
T
L
M
H
I
H
Q
A
S
S
YDFLLSDQDIDEALEEDRMVEKEKHKESERYELEAL ILRRGKAEPYVPEGESFSAFDKDEKVAVRYENQRLNSWTYPHQAEAVATEQI

TRSTKQSVSTE I
VKRKQRE I

Y
E
F
D
Q
D
E

NTDB id 369264 FJM75 RS21635 WP 166001370.1 WSLTLHQASDFSQIEA.EDVKKHEEYEELLRRKAYVPEESAFKDVVYNRLNWTYPHQAAAETRSKQSVTEVKRQREIFQD 1032
NTDB id 119 BSU 10630 NP 388944.2 FAVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTKQSVSEIKRKREYEDE 1028
consensus * * *** ! * *! * * ! ! *!! *!! !! * ! !!!!!! !*!!!!*!*!! !! *
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 ERSDDRLVKGFSQSLKERPRFLQSKKLTPAERGTAMHIVMQHIDLHQRHEEKDIKELIAKLETKELLTNDQAQAIDVKQI 1112
NTDB id 119 BSU 10630 NP 388944.2 YSGRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELLTEEQKDAIDIEEI 1108
consensus ** ** ! !! !* ! !!*!!*!!!!! !!!!!*!** * ***! !!!!! *! !!!* !
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 KHLIDSDLGDKMRNASEIYKEVPFSLGVDSKWIYPEFKGEQETVVLQGVIDCILRDQHGELLLVDYKTDVIKNRFSSEQ. 1191
NTDB id 119 BSU 10630 NP 388944.2 VQFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAHEADEPLLVQGIIDCLYETEDG.LYLLDYKSDRIEGKFQHGFE 1187
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NTDB id 369264 FJM75 RS21635 WP 166001370.1 QAMETMKRRYTTQLQLYEKAINEIWGLPCKEKILFFFDGGKSLLID 1237
NTDB id 119 BSU 10630 NP 388944.2 GAAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL. 1232
consensus ! * *!*!! !!*!!! !!* ! **! * !*!!!!!* ! **
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