logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

36919 M1GAS476 RS04765 WP 010922355.1
KZH43 RS03475 WP 000590640.1

258
217
183
147
362
413
374
606
471

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

36919 M1GAS476 RS04765 WP 010922355.1
KZH43 RS03475 WP 000590640.1

258
217
183
147
362
413
374
606
471

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

36919 M1GAS476 RS04765 WP 010922355.1
KZH43 RS03475 WP 000590640.1

258
217
183
147
362
413
374
606
471

consensus

SPD RS03775 WP 000590640.1
SPR RS03560 WP 000590640.1
SP RS03905 WP 000590640.1
SMU RS05200 WP 002262214.1
AAK55817.1 141..845( )

SMU RS06885 WP 002262930.1

V4T04 RS01910 WP 003130756.1
HSISS4 RS01430 WP 002883757.1

SPD RS03775 WP 000590640.1
SPR RS03560 WP 000590640.1
SP RS03905 WP 000590640.1
SMU RS05200 WP 002262214.1
AAK55817.1 141..845( )

SMU RS06885 WP 002262930.1

V4T04 RS01910 WP 003130756.1
HSISS4 RS01430 WP 002883757.1

SPD RS03775 WP 000590640.1
SPR RS03560 WP 000590640.1
SP RS03905 WP 000590640.1
SMU RS05200 WP 002262214 .1
AAK55817.1 141..845( )

SMU RS06885 WP 002262930.1

V4T04 RS01910 WP 003130756.1
HSISS4 RS01430 WP 002883757.1

MRk s, oronr o veApsdDL DL LR kel R

.FDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI
BEDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI
NEDFLDDFADVMQVEFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI

NEDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI
NEDFLDDFADVMQVFDGEEGLYEAESGVYDLILLDLMLPEKNGFQVLKELREKGITTPVLI

-MSKERSRRPDEK NRARF|SLELQHEGYRYJVTAD

* (3 1 % % * % k % 5k %k k %k Xk k kkkkk |k

e e AT bt ol

MTAKE[LDDKGHGFELGADDYLTKPFYLEELKMRIQALLKR GKFE |i§
MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN
MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN
MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN
MTAKESLDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN

AERRAD =l TI ByﬁLLé%géL KVEKég

MTAKEELDDKGHGFELGADDYLTKPFYLEELKMRIQALLKRSGKFNEN

*ok ko ok kok ok ok ok ok ok ok k k

VELLEEDL Lomchehvta st romy Do E el bR Yotk

VELLGKEFDLLVYRLONQNVILPKTQIFDRLWGFDSDTTISVVEVY SK RKKLK{ETOMEIRPIIQTLRSVGY
VELLGKEFDLLVYRLQNQNVILPKTQIFDRLWGFDSDTTISVVEVYVSK BF ENLQTLRSVGY
ENLQTLRSVGY
ENLQTLRSVGY
ENLQTLRSVGY

NLQTLRSVGY

L
L

I D Usksk skokosk ok ok kokok ok ok sk ok okokok ok ok | skokokskokskokokokok |k D skokokokok |k Dok sokkokokok Dk Dok | Dskkokk %

X non conserved
B similar
>507% conserved

147
147
147
147
147
147
156
157
153
153

224
224
224
224
224
224
234
235
230
229



