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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 369170 FIV34 RS17185 WP 139984744.1 ..MSKQTVLVIDDERDIRELLTITLGRMELDVDAVGSVSEARNALANRRYDLCFTDMRLPDGSGQEIIELISATYPDMPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH..DTTENALENKLLIGRSLPIQQLRIAIKKIA 158
NTDB id 369170 FIV34 RS17185 WP 139984744.1 AMITAYGNVDAAVNALKAGAFDFVSKPVDIHLLRRLVKTALRLSEERRAESGNKAAPGADRLIGESPVMVEVRSKIAKLA 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE.....AEEAPVDNRLLGESPPMRALRNQIGKLA 153
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
NTDB id 369170 FIV34 RS17185 WP 139984744.1 RNQAPVYIGGESGVGKELVARLIHELGPRASGTFVPVNCGAIPSELMESEFFGHRKGSFTGAHADKEGLFQAAHGGTLFL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
NTDB id 369170 FIV34 RS17185 WP 139984744.1 DEVAELPLHMQVKLLRAIQEKAVRPIGGRDEVPVDVRILSATHKNLAALVEQGQFRQDLFYRINVIELRVPPLRERRGDV 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANIS..NPFAS 396
NTDB id 369170 FIV34 RS17185 WP 139984744.1 PRLADFILRQLAVESGGAPGTLKPDALAALEAYQFPGNVRELENILERAMAMCEGDTIEADDLMLPQRTSLPTDASPATA 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE...... 387
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AA...QSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 369170 FIV34 RS17185 WP 139984744.1 GGMPVPNAATPAGPPAPRNPASDGSLEDYITNIERDTIIKALEESRYNKTATAKKLGITFRALRYKLKKLGID....... 471
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...............GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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