
logo MNKYYMIQLHRHFRNQGFTL I ELMVVVIV I IVA I FAAS IA IPSYQESYI
SRRSANTLAASMAAQKQSEMIQLKLAEQLERQYHRKSRNFSTYKRGFDTATTYSLIYTQLDP

NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
NTDB id 369039 FIM01 RS01795 WP 001046489.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
consensus **********!!!!!!!!!!!*!!*!!!!*!!!!!!!*!*!!*****!**!**!!!!!!!***!!!!*!*!!**!*****

logo

K
R
S
G
GQTLAKFDSTKQIVQLPLDTSNTK

GYTLIAQVIVTDTDTTNTNGPNLLTSNTANAAI
NGQGTWAVIKAMTSTATDNSNRNYFSNLFLI LATKNTSGFILSRCKQNSKLTAVWAT

NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWA 155
NTDB id 369039 FIM01 RS01795 WP 001046489.1 RG.......................GYTIQITDDTTTGNLLTNAAANGQTWVIKATTTDSRNFNFIAKNSGIRCQSLTVT 137
NTDB id 1064 ABD1 RS15725 WP 001046490.1 RG.......................GYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTAT 137
consensus ** *!!****!*!!***!!!***!*!!*!*!!!***!**!******!*!**!***! *

logo

N
A
I
V
S
DNDCGGTTVTSCSNSTVCGETGNSENSVWQ

NTDB id 1006 ACIAD RS15005 WP 004923843.1 NIS........SSSCGTGSESW. 169
NTDB id 369039 FIM01 RS01795 WP 001046489.1 AVDNDCGGTTTCNTCETNSEVWQ 160
NTDB id 1064 ABD1 RS15725 WP 001046490.1 AVDNDCGGTVTCNVCETNSENWQ 160
consensus ********* ****!*!*!! !*

X non conserved

X similar

X ≥ 50% conserved


