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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 368373 FH041 RS10855 WP 140174562.1 MRTGMLALALGLLSLGLVPQLPSV........GWLLLLAA...G.AVVSLFTRGWLLGVFLLGFCWACWSAKQAMDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAP...V.GLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 368373 FH041 RS10855 WP 140174562.1 PGLEGRTLWLEGRVVGLPARTAQGVRFDLEGAHS.RRAELPQRLQLSWFD....................GPPLRAGEQW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 368373 FH041 RS10855 WP 140174562.1 RLAVTLQRPGGLLNPHGPDREAQLLARRVGASGTVKAGQLLTP..............APAGWRDALRERLLAVEANGR.Q 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGAL..WMALWRRSFGLARWLRTPLPLRMPAQRAGA 318
NTDB id 368373 FH041 RS10855 WP 140174562.1 AALVALVLGDGAGLAREDWQVLQATGTVHLLVISGQHIGLVAGLLYAVVAWLARWGL...........WPARVPWLPWAC 261
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGI...........WPQRLPWLPWAC 263
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NTDB id 1426 RS RS05575 WP 011001070.1 VAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAA 398
NTDB id 368373 FH041 RS10855 WP 140174562.1 ALAMSAALAYGWLAGAGVQVQRACLMLAVVLLWRLRFRHLGAFHPLLLALVAVLLFEPLAALLPGFWLSFGAVATLIYTF 341
NTDB id 1199 PSJM300 12650 AFN78592.1 GLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIF 343
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NTDB id 1426 RS RS05575 WP 011001070.1 RIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LP 477
NTDB id 368373 FH041 RS10855 WP 140174562.1 SAR..............LGAWQPWQAWTRAQWVIAVGLLPVLLAVGLPVSLSAPLANLVAVPWVSLAVLPLALLGTLLLP 407
NTDB id 1199 PSJM300 12650 AFN78592.1 RGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLW 409
consensus *** **** *** **!*****!!!!**!*****!!*****!!**!*!**!****!!!!*!* *!*



logo

E
L
V

G
P
S
W
A
L
S

Q
G
P
E
V
AL ILWALEAAGSGFLALADWI

L
V

M
L
P
F
E
R
W

A
L
D
LALAIVLAGPQGQWGQRSPVAWLVPASPAALPALWAWGLSLAVACVVLGATVPLVLLLVLPAGRGYVRPAWAW

LRAGVQLGTALVMLLALVAPLMLFLWARPADR
NTDB id 1426 RS RS05575 WP 011001070.1 EPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARA 557
NTDB id 368373 FH041 RS10855 WP 140174562.1 LGSAGEALLWLAGGLLDILFRALALVAQQRPAWVPPALPLWAWLLVCLGALLLLLPRGVP...LRGLGAVMLVA.LWAPR 483
NTDB id 1199 PSJM300 12650 AFN78592.1 VPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPD 486
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NTDB id 1426 RS RS05575 WP 011001070.1 PAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETV 637
NTDB id 368373 FH041 RS10855 WP 140174562.1 EPVPDGQVEVWQLDVGQGLAVLLRTRQHSLLYDAGPARGES.DLGERVVLPTLRKLGVDSLDLLVVSHAHADHAGGAGAI 562
NTDB id 1199 PSJM300 12650 AFN78592.1 SRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAI 565
consensus ** ! *** *!*!!!***!**!* ! !!*!*!!* !* !***!!**!*!! *!** *!****!!***!!!!!* **

logo

G
M
Q

A
R
A
G
L
M
VP I

V
G
R
A
R
T

A
M
V

I
L
A
G
S

S
G
L
EPELPEGRHLGLERQARAPALGAI

L
V

D
E
Q

A
L
P

A
Q
R

G
P
SCRVASTGEQQRWAETWNDQGVANRFES ILVLWYRPWAPVQVPSDRADQARTVNSTGSNADQARSCVLLMRI

V
A
E
N
A
S
A
R
G
Y
E
A
R
A
L
M
L

NTDB id 1426 RS RS05575 WP 011001070.1 MAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAM 717
NTDB id 368373 FH041 RS10855 WP 140174562.1 GRGLPIRRAIGGEPLE..........AVQLQPCVSGEQWEWDGVRFSLWRWA......DARTSNDRSCVLLVEASGERLL 626
NTDB id 1199 PSJM300 12650 AFN78592.1 QRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLL 632
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NTDB id 1426 RS RS05575 WP 011001070.1 LAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERL 797
NTDB id 368373 FH041 RS10855 WP 140174562.1 LAGDMEAGAERAWLAAMD..SPRIDWLQSPHHGSRSSSSEAFIRAAAPRGVLISRGRNNSFGHPHAQVVERYRRHGMTLH 704
NTDB id 1199 PSJM300 12650 AFN78592.1 LTGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELH 710
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NTDB id 1426 RS RS05575 WP 011001070.1 RTDATGAVVIETR..GDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 368373 FH041 RS10855 WP 140174562.1 DTAVEGALHLVLGVQGKVEG....MRSQRRFWRDARGG.............. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 DTAEHGALSLQLGAFGGARR....MRDEPRFWREK................. 741
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