logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
36828 SJA RS15480 WP 007683061.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

MATKK...KTNFDDITKKYGAERD/W:NRADINRA LANNAD e CEISIRUIANE

AKK. ngElAKKFD%E&;;KALééABB EK?F KN&VBLDEI% éégévﬁ\ﬂs

.MAKK...PKKLEEISKKFGA IMRLG

.MAKK...PKKLEEISKKFGA IMRLG
.MAKK...PKKLEEISKKFGA IMRLG
.MAKK...PKKLEEISKKFGA IMRLG
.MAKK...PKKLDEISKKFGA IMRLG

.MAKK...PKKLDEISKKFGA IMRLG
.MAKK...LKKNEEITKKFGD MRLG
.MAKR...IKKTEEITKKFGD MRLG

................... IM LG

NNIDI DD HDHDDIDI >

.MTA....MLSLIDSKKTGTM
.MAENKKSSKNNTVVKQVEPEQ

.................. IEKNFGKGE\IM

NN Nnnnnnn nkln B NN 0K NN NN N

kokokk kDl oskokokok ok

LD
LD

GSLELD
GSL LD

GSLBJLD
S

* 1 1%

T
E

RN

Ly

ALGMGG)P
ALGIGGMP

(]

T | ok

Y
|



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
36828 SJA RS15480 WP 007683061.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

d

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

FPEINEINE

* % | | * I %

L0 ATt RN e e )

ANOKHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPRY AINALGVN
ANOKRGGINAF IDAEHALDPRY AINALGVN
ANNQKRGCINAF IDAEHALDPRY AINALG VN
ANNGKEGGINAF IDAEHALDPRY AINALGVN
ANOKIHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPIY AFNLGVN
ANQKNGGINAF IDAEHALDPRY AINALGVN
ARUOENGGMNAF IDAEHALDP\Y AMMLGYVN ELL
ARYQKNGGAA IDAEA DP(YANALGVN D LL
ANQOKINGGYReAF IDAEHALDP|JY ARFNL GVNEDELL
A KNG GUg8AF IDAEHALDJRAY ARSYL G VNJYD L|
MO KNG GYRSAF IDAEHALDYEIY ARSILGV Iy
AN KNG GIf8AF IDAEHALD|gIY AKSILGV  §y

AIINQKYJGGIWNAF ID AEHARGDIgNEIY ABSLG N EL

AJFNQKENGGIWNAF DAEHALDPEYAJSSLGV DEL
AWAQKFENEAF IDAEHALDP|YY AL GVNJDELL
VUCAF DAEHARDPWYABRISLGVIS ELM
UGAF DAEHAIDPNYABRISLGV]S ELMN
VUCAF DAEHAIJDPNIYABISLGVIS EL)Y
INYAFIDAEHALDENY ADISLGV]Y [§ LL
IDIZIL,IL,
DELL
IDDILIL,
INGAFIDAEHALDPNYAIRNLGV  DRJLL
INGAFIDAEHALDP[NYAIRNLGV  DRJLL

NSRS H D1 skokokokok |

*x 110

ADK

VEA

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
QPD
SQPD
SQPD
SQPD
SQPDYGEQALEIY
SQPDRGEQALEIN
SQPD GEQALEIM
L SQPD GEQALEIM
SQPDEGEQALEIN
SQPD GEQALEIN
SQPDGEQALEI[H
GEQALEI[®
GEQALETI[®
GEQALEI[®
GEQALEIN
GEQALEI®
GEQALEI®
GEQALEIpN
SQPDEIGEQALEIN
SQPDNGEQALEIN
PTlxtxl *

RA

156
155
155
155
155
155
155
155
155
140
142
154
141
143
143
150
154
158
142
142
142
150
141
141
141
141
141



1A

50, AL SRl ol LRV LT

NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALVP G IGDSEJVGLQAR . 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR K 234
NTDB id 228 SPD RS09265 WP 001085462.1 GDEGDSHVGLQAR K 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR K 234
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR K 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VDSVAALVP GDHMGDSHVGLQAR K 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 VDSVAALVP GDHMGDSHVGLQAR K 234
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR K 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR K 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR G . 233
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR HES 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJIAR . 229
NTDB id 36828 SJA RS15480 WP 007683061.1 G MGDSHVGLQAR . 233
NTDB id 1389 A4U84 RS07560 WP 021112712.1 T| GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1123 0OK783 RS03845 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR . 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVP G MGD [WJGLQAR . 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 P G MGDSH GLQAR |® . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 T|g G MGDSH GLQAR |8 . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 220

consensus R N N RN oy ey Y ROy oy oy Ry R e e N T N RNy



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
36828 SJA RS15480 WP 007683061.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

RLNR i)k A HoRBEy

RGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMIGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGTTQIKGTG.
IMGNTQIKGTG.

=vl=cl=ci=-ci=c = v ]~ v = li-c-c i =- = = v lt=cly=ch=c = - =~]

.. QIK.
..VVK.
..SIK.
..SIK.
..SIK.
..SIK.
.. AIK.
.. AIK.
. AVK.
..QVK.
.QVK.

ATV

KVVKNKVAPPF
KVVKNKVAPPF

DRIl AN e

ElSef

GEGISEMIGEL

IM
IMYGEGIS

GDNKTQ
DQKETN

N

K
DQK KVVKNKVAPPF IMYGEGIS K KISACYNINEN(KDE
DQK KVVKNKVAPPF IMYGEGIS K KISA[CYNIRERIKDE
DQK KVVKNKVAPPF IMYGEGIS K KISAYNIREN(KDE
DQK KVVKNKVAPPF IMYGEGIS K KISA[CYNINERIKDE
DQK KVVKNKVAPPF IMYGEGIS K ISKE\GAWY S Y)qo)8
DQK KVVKNKVAPPF IMYGEGIS K QIMACFNTESRINGE
EQK KVVKNKVAPPF IfYGEGIS K QIMAININEN(NGE
R KVVKNKVAPPF IMYGEGIS D QES[ESINEMEEE
e KVVKNKVAPPF D NISS[ESIMERIGSE
KVGNDA KRVKNKVARPF G VSN(GDE
QNEEP KVVKNKVAPPF DY DISS[EVNIESIK DK
.QN BNKVVKNKVAPPF IM GEGIS DY DISS[EYAULER4QDK
.QNEQH INKVVKNKVAPPF IM GEGIS DY DISS{EFNULEN QDK
DKSGEV KVVKNKVAPPF IMYGEG S (AIKRIG - W = S Y[a)oly

KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AEPF

L\PE

IMYGEG S
IMYGEGIS

KVVKNK A

KVVKNKVAPPF
KVVKNK APPF
KVVKNK APPF

[vliviwvivivivivivivlioiv]w]
3]
]
[97]
[}
=
=
<
w0
<
=
xQ
3]

e N ¥ *

314
313
313
313
313
313
313
313
313
294
296
309
296
298
298
309
308
312
296
296
296
304
295
295
295
295
295



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

oniEeeRPE e imeers  VBEEV. LDLoDEL
..... TEEETTASKTKAKAKKEEKAVETEEIELELED. .
.VNEEVPLDLGDEL
.VNEEVPLDLGDEL
.VNEEVPLDLGDEL
.VNEEVPLDLGDEL
.VNEEVTLDLGDEL
VNEEVTLDLGDEL
.TDDLALDLDNGI
.ADKNLVLELDDTI

269 KZH43 RS08665 WP 001085462.1 IDGEEVSE. . ... QDTENKKBE. . . .PKKEEA.

228 SPD RS09265 WP 001085462.1 IDGEEVSE. .. .. QDTENKKBE. . . .PKKEEA.

194 SPR RS08825 WP 001085462.1 IDGEEVSE. . ... QDTENKKBE. . . .PKKEEA.

159 SP RS09750 WP 001085462.1 IDGEEVSE..... QDTENKKBE. . . .PKKEEA.

527 SMSK321 RS11065 WP 001085454 .1 IDGEEAAE. ... ..... SKKBE. ...VAQVDS.

499 SM12261 RS08315 WP 078228268.1 IDGEEIAE......... SKKBE. .. .AAQVDS. .

453 Spy49 1753c ACI62003.1 LEESEEES..... AMAVASE. ...... E......

408 SMU RS09530 WP 002262392.1 IEEDNTEE. . ... KQSSKEK....... ETDEK.

115 BSU 16940 NP 389576.2 DNNGVVQQ..... QAEETQEHL .EFE.E

625 LCA RS02525 WP 011374196.1 SDVPEEDL..... PTTEDE.QI.NILPDDST...

1313 DR RS12030 WP 010888966.1 MAAIRAGNAGEAPALAPAPAAPEAAEA . ... ... i i
1245 Cj1673c YP 002345041.1 QNSMEMEGMIS. . . .. GSEDDE. .GEB. . .. ... . .. i
1214 NCTC11637 00359 SQJ03206.1 SNEEIM..... PLPDEP. .LEEM.

1211 C694 RS00795 WP 000963128.1 SNEEIM..... PLPDEP. .LEEM.

1334 RAOC RS04870 WP 004918236.1 = |CEENERBTVEELBKBNIZANABRIMEAKIBIEKLQAK . . . .. .. o
36828 SJA RS15480 WP 007683061.1 |ReNele[c\ VNS TISRKIZHISAMABRBEK ABIGKTEEVAEGM. . . . . MAGPEAEDDGE. . ... ... ... ... ... . ...
1389 A4U84 RS07560 WP 021112712.1  [GNela[eBNIWAVKENKIZNIDRIABKESEQEBINTLESNPNSV. . . .. LKATASDSNDES .DVEEF. ... ..

1130 NGFG RS03960 WP 003688695.1 jQNelale S| VIR VISR K)IAN|ZpSEReB A KINHALNEMEMHIT . . . . . EGT...... QBE.TDGER. ... ..

1124 NGFG RS03960 WP 003688695.1 [QNEIRIIEN| VIRV ERNK)AN|INISEINBA KINHA L NEMEMHIT . . . . . EGT...... QBE.TDGER. ... ..

1123 0K783 RS03845 WP 003688695.1 [GNelnleSGh\| VRV ENKIZN)FISENNA KIBIALNEMEMHIT . . . . . EGT...... QBE.TDGER. ... ..

1427 RS RS02760 WP 011000510.1 [ReNCNCERIINCRERSARIZNAINEARSENKWAEHLEMTPMGA . . . . . V.TLAEEVEEB. . . . .. ... i
1165 A1552VC RS01565 WP 000344154.1 |GNela[e3qAIWACKBNKIZINIDRIAK TERKKIIEMLLNPENMQ. . . . . LTIAETSSAADBV.EFGAV......

1142 GTF74 RS11550 WP 000344154.1  FQECNERANACKMAKIZANIDRIAK TEBKKI@AEMLLNPENMQ. . . . . LTIAETSSAADBV .EFGAV......

1205 PSJM300 05545 AFN77183.1 [QEERIGHANYNA KEMSEAN|NIG Q)8 () Q@HAKLLMTSANT . . . .. KATPVAEDLABA .

1022 ACIAD RS06390 WP 004925639.1  [GNela[e3qN|\|V IRESHEIXNIHGNIS TINMSA VISIEQLLTKASDQ. . . . . TAA.HDETEEEP.DLL........

1074 ABD1 RS10195 WP 000344167.1 = |QEeRICGENNVIRMFERMNNEEABRBERNEYEQLLTTGTNG. . . . . AVQ.I.EDEEEP.DLL........

387
382
382
382
382
378
378
374
379
348
355
363
343
347
347
343
357
372
348
348
348
352
354
354
347
349
349



logo

EIELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 ...... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIEIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 EIEIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 EIEIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 EIEIEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIEIEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIEIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 EIED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 ELED.. 383
NTDB id 115 BSU 16940 NP 389576.2 ...... 348
NTDB id 625 LCA RS02525 WP 011374196.1 ...... 355
NTDB id 1313 DR RS12030 WP 0108889%66.1 ...... 363
NTDB id 1245 Cj1673c YP 002345041.1 ...... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ...... 347
NTDB id 1211 C694 RS00795 WP 000963128.1  ...... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1  ...... 343
NTDB id 36828 SJA RS15480 WP 007683061.1  ...... 357
NTDB id 1389 A4U84 RS07560 WP 021112712.1  ...... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  ...... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1  ...... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1  ...... 348
NTDB id 1427 RS RS02760 WP 011000510.1 ...... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ...... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1  ...... 354
NTDB id 1205 PSJM300 05545 AFN77183.1 ...... 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1  ...... 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1  ...... 349
consensus

non conserved
similar
>50% conserved

[><)JES



