logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

WA AT QTR ) A D e sty LB

124 BSU 16930 NP 389575.2 WINNIGKAETITAVG E LIBGQIEIWNTNAQF SPMNLAEIGV V
368178 FHK65 RS11895 WP 002298209.1 ... .[N@NNmwNfeRgoin [ (elaNATAYEN T i NCHE Q)0 SONRe SR AN V| /A1)l Q|:ARE EE A BV\E T3 E
462 GPW51 RS00385 WP 012774894.1 B MKAE TAVGTEILTGQI NTNAQFLSEKEAE G DVYFEITAVGDNEMRLLSHLE ASKRSN
412 SMU RS09535 WP 002262393.1 BN MK EITAVGTEILTGQIVNTN QFLSEKIJAE G DVYFQTAVGDNERRLLS LEJIAR RSPL
170 SP RS09755 WP 000642718.1 C

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus [ e N e R e I I R e Ry ey R R e Y e Y Ry oy ey W N Y e

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

e ol Iy sbe o ERMNE LT LY BTN

124 BSU 16930 NP 389575.2

368178 FHK65 RS11895 WP 002208209.1 WA TIIAHNE S MIQNTHEE Y K RILEBEET THR . K MIVKINIL QTR A A HD (RELIA GTFY T THA}S
462 GPW51 RS00385 WP 012774894.1 TKQTLAGFLG WL VEDiRANAK L DPFF AR PR TPNNERQAQIVEG [ALENIFAGLAVGG
FFASRPIRVRTPNNEMQAQI B [(PL)

412 SMU RS09535 WP 002262393.1 TKQTLAKFLEY ILVFDEGYAQE LD BINISTGLAVGG
170 SP RS09755 WP 000642718.1
280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1
239 SPD RS09270 WP 000642701.1 FFAIRRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGLEVDGVTYVVLPGPPSE
538 SMSK321 RS11060 WP 000642686.1 FFAWNRPDYARTPNNERQAQIVEGARPLPNETGLAVGG LEVDGVTYVVLPGPPSE

510 SM12261 RS08320 WP 000642690.1

consensus I Pk Dok | * % ok % % * ok 1k * ok % sl Fok Dok Dok Dok Dok Do Dokskokokx I N R

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

DD U TS e

0 ol K TRV L

124 BSU 16930 NP 389575.2

368178 FHK65 RS11895 WP 002298209.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus ! ! U Pet bl ! RN I

159
155
156
156
156
156
156
156
156
156

239
235
233
233
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id

id
id
id
id
id
id
id
id
id
id

ubellegrre

124 BSU 16930 NP 389575.2

368178 FHK65 RS11895 WP 002298209.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1 LDILENQILEMMQOTFEG

Doskoskosk §skosk |osksk skokokokokok

sk ol \/SA\ Thet AeoaBaeT0s LT

KKET RF KECASELAKGVQKL.GSDIGISFTGVAGPD Q
DPEL KECV QEVAI[YNIE I AR S|

124 BSU 16930 NP 389575.2

368178 FHK65 RS11895 WP 002298209.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1

510 SM12261 RS08320 WP 000642690.1
kokok ok kok kokk Xk

AR

WA L

* %

AR

124 BSU 16930 NP 389575.2

368178 FHK65 RS11895 WP 002298209.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

* kK | %k

X non conserved
B similar
> 507 conserved

L0 Y B e e AL TACLFOkaapes St S

NEJVK TJATRINAEKR QURIT ViaiQ G elesd L WJ\E
[ Vi WLKAYSGKTIHAAESLTAGLFQA)] ADF GEISWIFIAGGF TYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFJ4GGFVTYS

N VVEMLKIN [{NT PWAAESLTAGRFQAI\ DM GVSIY FI3GGFVTYS
N

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFIIGGFVTYS)
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFIAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFJAGGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIPAAESLTAGLFQATVADFSGSSIFIdGGFVTYS
SLRDIMCYGYGEETSLASIVVEELKRQGKTIf AESLTAGLFQARIVADFSGINSSIFIMGGFVTYS

kokkkkk x| kok b1 skoskok sk ok ok k kkokk |k ok | [ kkkkkkkkkkk ! |1

DSLE T AoeeCvn

SSESEINY b

EGH|AZGLVF I G ANGKE.HEFHF.

* % %

Il

%k ok sk sk kok k| oskosk sk ok ok ok * | oskokokok ok | | % 3k 3k >k %k %k 5k 5k % % k %k

416
413
393
418
418
418
418
418
418
418

311
308
308
308
312
312
312
312
312
312

391
387
370
388
392
392
392
392
392
392



