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NTDB id 367978 FG381 RS04385 WP 139687715.1 MAKRDKVEFVCSECGGTTVKWQGQCPHCRAWNTLQEFKVPTGAAGRYGTDKRSGRGFVDTTGALQDLADVTAEEAPRVIT 80
NTDB id 125 BSU 00870 NP 387968.1 .MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRR....AAFSHSVQTVQKPSPITSIETSEEPRVKT 75
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 279 KZH43 RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 238 SPD RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 204 SPR RS00140 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 169 SP RS00155 WP 074017595.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE...KTKPMKLAEVTSINVNRTKT 72
NTDB id 509 SM12261 RS00130 WP 078228442.1 .MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNAR....VSLTGE...KTKPMKLAEVTSINVNRTKT 72
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NTDB id 367978 FG381 RS04385 WP 139687715.1 GLSEFDRVMGGGLVRGGVSLIGGDPGIGKSTLLLQVMARLVAGGVRCVYVSGEESAGQIALRAQRLQLPLQGLQLMSEIE 160
NTDB id 125 BSU 00870 NP 387968.1 QLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINNPSLHVLSETD 155
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 279 KZH43 RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 238 SPD RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 204 SPR RS00140 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 169 SP RS00155 WP 074017595.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
NTDB id 509 SM12261 RS00130 WP 078228442.1 EMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETN 151
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NTDB id 367978 FG381 RS04385 WP 139687715.1 LEHIEAVITEKKPEFVVIDSIQTLFSGALDSAPGSVSQVRECAARLTRIAKTTGATLFFVGHVTKDGALAGPRILEHIVD 240
NTDB id 125 BSU 00870 NP 387968.1 MEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVD 235
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD 231
NTDB id 279 KZH43 RS00140 WP 074017595.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD 231
NTDB id 238 SPD RS00140 WP 074017595.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD 231
NTDB id 204 SPR RS00140 WP 074017595.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD 231
NTDB id 169 SP RS00155 WP 074017595.1 MQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD 231
NTDB id 509 SM12261 RS00130 WP 078228442.1 MQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVD 231
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NTDB id 367978 FG381 RS04385 WP 139687715.1 TVLYFEGDTHSNFRLVRAFKNRFGAVNELGVFAMTDHGLRGVTNPSAIFLSEYKSNIPGSTVLVTQEGTRPLLVEIQALV 320
NTDB id 125 BSU 00870 NP 387968.1 TVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALI 315
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALV 311
NTDB id 279 KZH43 RS00140 WP 074017595.1 TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALV 311
NTDB id 238 SPD RS00140 WP 074017595.1 TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALV 311
NTDB id 204 SPR RS00140 WP 074017595.1 TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALV 311
NTDB id 169 SP RS00155 WP 074017595.1 TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALV 311
NTDB id 509 SM12261 RS00130 WP 078228442.1 TVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALV 311
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NTDB id 367978 FG381 RS04385 WP 139687715.1 DETHSPAPRRLAVGVDNQRLAMLLAVLHRHAGVALFDQDVFVNAVGGVKISETAVDLAVLAAICSSWRDKPLERGLVIFG 400
NTDB id 125 BSU 00870 NP 387968.1 SPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIG 395
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 279 KZH43 RS00140 WP 074017595.1 TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 238 SPD RS00140 WP 074017595.1 TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 204 SPR RS00140 WP 074017595.1 TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 169 SP RS00155 WP 074017595.1 TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
NTDB id 509 SM12261 RS00130 WP 078228442.1 TPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVG 391
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NTDB id 367978 FG381 RS04385 WP 139687715.1 EVGLAGEIRPAPRGQERLREAAKLGFSKALIPRANAPKQ.PIEGLEVIAVDRLADALAQIFP. 461
NTDB id 125 BSU 00870 NP 387968.1 EVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 ELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA. 453
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