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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGE..READFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 36795 EAMY RS32490 WP 004160424.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKQTGETKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQ....AESVQFLEPKNGGGSGS...GGYNEGNSGGG........QYFGGG.....QND 133
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYE.........EGYGQSQEA.......YQRPAQQS 136
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYD.........EGYGQSQEA.......YQRPAQQS 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.F.......GGNQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 36795 EAMY RS32490 WP 004160424.1 EGALQTRKWTDQAGVEKYTTEVVV.NVGGTMQMLGGRAQGGG.APAGG.QGGGNNNNGWGQPQQP............QGG 145
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQP............AKQ 147
consensus *!****!*** * ! *** **** * ***!*** ** * **** * **

logo

H
R
N
N
P
Q
P
F
G
N
S
A
P
S
G
N
D
G
N
Q
A
A
N
Q
P
N
Q
T
S
Q
R
S
H
R
P
M
P
R
Q
N
EA
Q
G
Q
P
N
Q
S
A
Q
S
A
F
P
A
N
Q
R

D
R
Q
D
K
N
Y
Q

S
P
A
F
Q
T
V

A
P
A
N
P
Q

D
N
Y
A
E
G
A
N

K
P
A
EP I

M
P
V

I
M
D
E

I
N
D
S
I
FDDDLIPF

NTDB id 113 BSU 40900 NP 391970.1 NPFGGNQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQ.....PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 36795 EAMY RS32490 WP 004160424.1 NQFSGGAQQSRP.QPQQPQQNSTPANNEPPIDFDDDIPF 183
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQ........PM.QQSAPQQYSQPQYNEPPMDFDDDIPF 177
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