
logo

MKMRKHNGLTKLTTPRYKVLATQGTLWFLSTLWFVSGLLALACPASSMF
V
V
F
A
SAEESVAQTSANSQLKESNIDFRTVNKDEKDAAVI

L
V
IVELVASPASAI

VVDI
V
K
Q
R
KVQEGLS I

NTDB id 1186 GTF74 RS01320 WP 000788426.1 ..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI 76
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDKSILDKEG 157
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .....................................................MRYLFLLFFA..........TFPVLAN 17
NTDB id 367734 FEE42 RS07405 WP 059368781.1 ..............................................MKVWIKKCGLFFLCFCCGN.....EVAAE.FKEN 28
NTDB id 1347 HI 0435 AAC22094.1 ..............................................MKKYFLKCGYFLVCFCLPL.....IVFANPKTDN 29
NTDB id 1373 NTHI RS02645 WP 011272046.1 ..............................................MKKYFLKCGYFLVCFCLPL.....IVFANPKTDN 29
consensus * ** *** * * * ***

logo

E
Q
K
C
Q
R
V
L
F
I
F
S
L
I
S
N
R
I
F
L
K
R
S
Q
N
D
Q
I
APMTLVVARESQNAITVI

L
S
E
Q
E
Y
Q
L
I
LAELFDEVQYTNQQDGAKVFNI

L
I
T
V
M
I
V
D
G
S
E
D
A
E
I
R
S
I
L
V
D
K
V
E
N
D
G
K
S
T
N
K
I
L
N
S
T
F
L
Q
K
R
V
L
E
N
D
K
G
N
S
I
V
H
D
P
F
M
W
D
P
Q
E
Q
R
I
L
VLKNQRDSI LVI IALQKMTSVHKQHGLNSTDKLKNRLKVEDNDGDGNI

V
I
Y
L
Y
V
I
L
G
H
N
A
K
Q
G
P
A
S
K
D
E
Q
V
E
V
L
F
D
S
L
E
R
T
E

NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLRE 237
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQE..... 92
NTDB id 367734 FEE42 RS07405 WP 059368781.1 QVFSIRLKQAPMVSALQELALVQGANLIIDDALDDSLSLQLDNVDFDRVLRSVAKMKGLSLRLEDDIYYLGKKDVVFSET 108
NTDB id 1347 HI 0435 AAC22094.1 ERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQ...... 103
NTDB id 1373 NTHI RS02645 WP 011272046.1 ECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQ...... 103
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 ....KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIE 312
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ....KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIE 312
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ....KQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIE 313
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ....HKQHTTAQLVNALPKLITKTIKLHYSKASEVIESLT.KGQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLIE 167
NTDB id 367734 FEE42 RS07405 WP 059368781.1 SLQPTENEVLANIKQIEPSLVSKTIKLNFAKASEVMKSLT.TGSGSLLSASGSIAFDDRSNLLIIQDDAKSVKNLVKLIA 187
NTDB id 1347 HI 0435 AAC22094.1 ...SGKGQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIA 179
NTDB id 1373 NTHI RS02645 WP 011272046.1 ...SGKGQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLT.TGSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIA 179
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNG.SHSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLA 383
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNG.SHSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLA 383
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSING.SHTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLA 392
NTDB id 1381 A4U84 RS02010 WP 021113424.1 SLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLTT..NNLNVNFP 228
NTDB id 367734 FEE42 RS07405 WP 059368781.1 ELDKPIEQIAIEARIVTITDESLKELGVRWGIFTPTENAHRVGGSLAAN.................GFANIADNLNINFA 250
NTDB id 1347 HI 0435 AAC22094.1 EMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNFA 242
NTDB id 1373 NTHI RS02645 WP 011272046.1 EMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNFA 242
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAVL 462
NTDB id 1175 A1552VC RS12105 WP 000788426.1 STSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAVL 462
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ATSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESS.SSGATSVTFKKAVL 471
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ..VNPSASVALQIAAIN.SRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVL 305
NTDB id 367734 FEE42 RS07405 WP 059368781.1 TSTTPAGSLALQVAKIN.GRLLDLELTALERENNVEIIASPRLLTTNKKSASIKQGTEIPYVVKG.KSDIQTVEFREAVL 328
NTDB id 1347 HI 0435 AAC22094.1 TTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVL 321
NTDB id 1373 NTHI RS02645 WP 011272046.1 TTTTPAGSIALQVAKIN.GRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVL 321
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SLKVTPQITPDNRLVLDLSVTQDRRGETVKTGT..GEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SLKVTPQITPDNRLVLDLSVTQDRRGETVKTGT..GEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGD 540
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGT..GEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGD 549
NTDB id 1381 A4U84 RS02010 WP 021113424.1 GLEVTPHISKQNQILLDLAISQNSPNNQI.....NNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGS 380
NTDB id 367734 FEE42 RS07405 WP 059368781.1 GLEVTPHISKDNNILLDLLVSQNSPGNRISYGQQNNEIVSIDKQEINTQVFAKDGETIVLGGVFHDTITKGIDKVPVLGD 408
NTDB id 1347 HI 0435 AAC22094.1 GLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQ..NEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
NTDB id 1373 NTHI RS02645 WP 011272046.1 GLEVTPHISKDNNILLDLLVSQNSPGSRVAYGQ..NEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGD 399
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1381 A4U84 RS02010 WP 021113424.1 IPVIKRLFSQSQDKISKRELVIFVTPYIVKSEKI.GAEKQK...... 420
NTDB id 367734 FEE42 RS07405 WP 059368781.1 IPLVKHLFSKESERHQKRELVIFVTPRILKQGESLKGLKQKTADKRK 455
NTDB id 1347 HI 0435 AAC22094.1 IPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 IPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
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