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NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT 156
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEYY ABRAL GVN SQPD 155
NTDB id 228 SPD RS09265 WP 001085462.1 A[NAQKINGGINNAF IDAEHALDPEYY ALWAL GVN SQPD 155
NTDB id 194 SPR RS08825 WP 001085462.1 ANENQKIAGGIWNAF IDAEHALDPEYY ABWALGVN SQPD 155
NTDB id 159 SP RS09750 WP 001085462.1 ANRAQKINGGINNAF IDAEHALDPEYY ABWALGVN SQPD 155
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT ANPENQKIAGGIWNAF IDAEHALDPEYY ABWALGVN SQPD 155
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEYY ABRAL GVN SQPD 155
NTDB id 408 SMU RS09530 WP 002262392.1 ANEAQKDIGGINNAF IDAEHALDPEYY ALWALGVN SQPD 155
NTDB id 453 Spy49 1753c ACI62003.1 AENQKIAGGIWNAF IDAEHALDPEYY ABWAL GV N QPD 155
NTDB id 115 BSU 16940 NP 389576.2 AIYQEINGGAINAFIDAEHALDPYYARIMLGVN ELL SQPD 140
NTDB id 625 LCA RS02525 WP 011374196.1 AIRUQKNGGIWAA IDAERA DPICYAWWALGVN D LL SQPD 142
NTDB id 1313 DR RS12030 WP 010888966.1 ANENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALET} 154
NTDB id 1245 Cj1673c YP 002345041.1 AIMSOKENGGUAMAF IDAEHALDAASY AJSQYL GV NgYD Ll SQPDIYGEQALEIY 141
NTDB id 1211 C694 RS00795 WP 000963128.1 AINEOKINGGUASAF IDAEHALDNIY AJQHL.GV gy SQPD GEQALEI)® 143
NTDB id 1214 NCTC11637 00359 SQJ03206.1 AINMQOKINGGUIMAF IDAEHALDE: Y AISHL.GV Y L SQPD GEQALEI)® 143
NTDB id 1334 RAOC RS04870 WP 004918236.1 AIFNQKNIGGIWNAF IDAEHAD|YGIY AINSLG N EL SQPDRJGEQALEI[N 150
NTDB id 1130 NGFG RS03960 WP 003688695.1 ANEQKNGGUMMAF DAEHAIJDPYYY ARASL G VI SQPD GEQALEI(e 142
NTDB id 1124 NGFG RS03960 WP 003688695.1 ARNGOKNGGUASAE DAEHAJIDPRUY AL G V] M SQPD GEQALEI[S 142
NTDB id 1123 OK783 RS03845 WP 003688695.1 EI GPESSGKTT ANEOKINGGUASAE DAEHAJDPAUY AISL G Ve SQPD GEQALEI[e 142
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDRGEQALEI[¢ 158
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT SQPD GEQALEIM 150
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIjN 141
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT SQPDEBIGEQALETIN 141
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT SQPDRIGEQALETIHA 141
NTDB id 367730 FEE42 RS06630 WP 059365986.1 |JNEEeIosieiel Gy SQPDNJGEQALET(e 159
NTDB id 1165 A1552VC RS01565 WP 000344154.1 |SSEeIAciiel Gy SQPD GEQALEI[® FALINARSGAVD 141
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT SQPD GEQALEI[® F\LEARSGAVD 141

consensus

FPEINEINE

* % | | * I x

P b 1T T ks )

PN

NEEIET

kx| % (I



R

50, A O Sl ol UV ECETT

NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALWPKAEI G MGDSHVGLQAR . 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 234
NTDB id 228 SPD RS09265 WP 001085462.1 GDEGDSHVGLQAR . 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 234
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR . 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR . 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHMGDSHVGLQAR . 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDIGDSHVGLQAR . 234
NTDB id 453 Spy49 1753c ACI62003.1 GDHGDSHVGLQAR . 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR . 233
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 229
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1123 OK783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 237
NTDB id 1427 RS RS02760 WP 011000510.1 G MGD [BJGLQAR . 229
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 220
NTDB id 367730 FEE42 RS06630 WP 059365986.1 |ANEAN:VNNT|SQ:NouREeInlileinlsy: MeIHny.Y:) . 238
NTDB id 1165 A1552VC RS01565 WP 000344154.1 \ASAWVNNT|H@:NonREHeInUIeanrs)s MeINnp.y:} NEKQ8NC . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VDSVAALWPKAEI G MGDSH GLQAR NEKQ8NC . 220
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NTDB id 600 KW2 RS01765 WP 011675413.1 IMGSTKIEEGS.GDNKTQ KVVKNKVAPPF IM GEGISEMGEL N 314
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG.DQKETN KVVKNKVAPPF IMYGEGIS K 313
NTDB id 228 SPD RS09265 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 159 SP RS09750 WP 001085462.1 IMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 408 SMU RS09530 WP 002262392.1 IMGNTQIKGTG. KVVKNKVAPPF IfNYGEGIS K 313
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 313
NTDB id 115 BSU 16940 NP 389576.2 IMBAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 294
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF D 296
NTDB id 1313 DR RS12030 WP 010888966.1 R ....PTKVGNDA KPVKNKVARPF G 309
NTDB id 1245 Cj1673c YP 002345041.1 R ....L.KQNEEP KVVKNKVAPPF DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH BNKVVKNKVAPPF DY 298
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R ....L.KQNEQH BKVVKNKVAPPF DY 298
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF D 309
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMRTGS....I.KKGEEV KV KNKVAPPF D 296
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKG KV KNKVAPPF D 296
NTDB id 1123 OK783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF D 296
NTDB id 1389 A4U84 RS07560 WP 021112712.1 R ..V.KDG KVVKNKVAPPF I 312
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 304
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 295
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 295
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK D 295
NTDB id 367730 FEE42 RS06630 WP 059365986.1 R . .V.KEG KVVKNK E 313
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R ..I.KEG KVVKNK IDANNNNTMYG © Gla - INGEL /|y 295
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .I.KEG KVVKNK ELIN T QEeupqeiie F NRE{)HRRD 295
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