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NTDB id 1306 DR RS10060 WP 027479822.1 PDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPT.N 786
NTDB id 1384 A4U84 RS08525 WP 010787006.1 PDIIMLGEIRDEESAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVG.. 399
NTDB id 367723 FEE42 RS05900 WP 059365850.1 PDIIMLGEIRDEESATMALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIESSLLLVIAQRLVRKRCQKCGQFS.. 403
NTDB id 1366 NTHI RS01950 WP 011271972.1 PDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNL.. 404
NTDB id 1355 HI 0298 AAC21962.1 PDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGNL.. 404
NTDB id 1168 A1552VC RS11070 WP 000957200.1 PDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAV.R 465
NTDB id 1293 VP RS12240 WP 005479695.1 PDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQ.E 465
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQ.E 465
NTDB id 1110 NGFG RS09235 WP 003689817.1 PDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVER 457
NTDB id 1251 GCO85 RS07725 WP 011946523.1 PDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDD 475
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.D 469
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.Q 469
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NTDB id 1306 DR RS10060 WP 027479822.1 ADPEVLRRLGISERDIRG..ANLMRGTGCP..RCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRS 862
NTDB id 1384 A4U84 RS08525 WP 010787006.1 ............................CD..ECY.QGYRGRIGVYQCLSRTAK............KFDKQTA.YLDFSS 435
NTDB id 367723 FEE42 RS05900 WP 059365850.1 ............................IDSCDCH.QGYRGRIGVYQFLHRQQN............NYQ......TDFAN 436
NTDB id 1366 NTHI RS01950 WP 011271972.1 ............................INSCDCH.QGYRGRIGVYQFLHWQQN............GYQ......TDFEN 437
NTDB id 1355 HI 0298 AAC21962.1 ............................ANSCDCH.QGYRGRIGVYQFLHWQQN............DYQ......TDFKN 437
NTDB id 1168 A1552VC RS11070 WP 000957200.1 PSALLQSQFAFQPNEIL....YEANAAGCN..ECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQT 537
NTDB id 1293 VP RS12240 WP 005479695.1 HTVQL.QHLGIQTTDNI....FRANPDGCN..ECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMST 536
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PNSQL.QHIGIANTEQI....FQANPDGCN..ECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQT 536
NTDB id 1110 NGFG RS09235 WP 003689817.1 PSASALKEVGFTDEDLAK.DWKLYRAVGCD..RCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY.KEGMVD 533
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FTNQGLIELGFKEADLV..NLKLYKAVGCE..QCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.SEGMLT 549
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IPKQSLLEMGFTEQDLAHPDFRVFQPVGCL..ECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.KLGFNN 545
NTDB id 1018 ACIAD RS01685 WP 004920473.1 VPERSLLEMGFTPEDLAQPEFQIFEPVGCH..DCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.TLGFNN 545
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NTDB id 1306 DR RS10060 WP 027479822.1 LRQDGIEKALQGLTTLEEVLAVTAS.. 887
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NTDB id 1401 DSB67 RS12665 WP 010643259.1 LQMSGIEKLKQGITSFRELQRVLYF.. 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRRAGILKIMQGITSLEEVTANTND.. 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IFQSGIEKVKEGITTIEEVNRVTVD.. 574
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