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NTDB id 367714 FEE42 RS00265 WP 059365381.1 MKQQGRKGVVTLAILIFLAGLLAVILLFDDSTLSFFRAQQMQRKNYVEQTLTLQKMTLLDQQNACSTLPLDNSDLVRQVF 80
NTDB id 1352 HI 0940 AAC22604.1 ..MTIQKGIITLTILIFISGLLTAFLLLDDSHLSFFRAQQNQRKHYVERTLQLQKMTATKKQTACLDLPLNNNESVKQIS 78
consensus ** !!**!! !!!!* !!! !! !!!*!!!!!!!! !!!*!!! !! !!!!! ! !! !!! ! * !*!*

logo IANI
LEGASETDAS IQYFSLWCERRAMAS ILFKKSPKTKGDNQGALLAKDSFL IVHTDLEKNLADEYFRPHLFSMSPAPNR I

PLNVASNKMPKQLYWFNSDGKSQATEVWE I
VNG

NTDB id 367714 FEE42 RS00265 WP 059365381.1 INIEGAEDSIQYSLWCRRAAIFKKSPTKGDNQGLLASLIHLENLDEFRPLFSMPANPLVSNKMPQLYWFNGKQTEWEVNG 160
NTDB id 1352 HI 0940 AAC22604.1 IALEGSTDAIQYFLWCERMSLFKKSPKKGDNQGALKDFVTDEKLAYFRPHFSSPPRILNANKMPKLYWFSDSQAEVEING 158
consensus ! *!! ! !!! !!! ! *!!!!! !!!!!! ! ** ! ! !!!*!! !* *! !!!! !!!! ! ! !*!!

logo TVQSAGI
VL IVAEGDL IKLRTGKGR I
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A
PLVQQYSKQWQLAEKSWSDFKNAVQSDNE

NTDB id 367714 FEE42 RS00265 WP 059365381.1 TVQGILVAEGDLILRGKGRVSGAVITGGRLTLEGVSLAYGKKIIEPLVQQYSKWQLAEKSWSDFKASNE 229
NTDB id 1352 HI 0940 AAC22604.1 TVSAVLIAEGDLKLTGKGRISGAVITSGNLTLDGVTLAYGKKTVVALVQQYSQWQLAEKSWSDFNVQDE 227
consensus !! **!*!!!!! ! !!!!*!!!!!! ! !!!*!!*!!!!!! * *!!!!!! !!!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


