
logo MHQKGLMTLVELL IGLAI I S IALNSFASLVPLWKQTDNSPKTI LAKEQHRLYLFLRQIQAGRAENSSE I
VWF ILLAINRHNLPATTKQQWCLMTAQ

NTDB id 367712 FEE42 RS00255 WP 059365383.1 MHKGLTLVELLIGLAIISIALSFSLPLWQTDNPKTILAKEQHRLYLFLRQIQGRAENSSEIWFILANRHPTTKQWCMTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus !*!!*!!!!!!!!!!!!!!!! ! *!!! !! !!!!!!!!!!!!!!!!!!!!*!!!!!!!*!!*! !!** ! !!!*!!!

logo VKNDNKQRTCDCFLANP I
T
N
SCPKEVYAHFYYPYFDPNQKTMI IQSHPHKIYPKTE I

M
A
TRFDNGIRNTIDVSTNRCF ILLQAEGDNERSTLFLSFFNVGS ILKRLV

NTDB id 367712 FEE42 RS00255 WP 059365383.1 VKNDKRCDCFAPTSCPKEVYAHFYYPYFDQKTMIISPKIYPTEMARFNGIRNTIDSNCFLLQAGDESTLFSFFNVGSLKL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus !!! !!! ! !!!!!!!!!!!!!!**!!!! ! *!!! !* !! !!!!!! * !!*!!! ! !!! !!!!!!***

logo KPTNQFSADSACNTR
NTDB id 367712 FEE42 RS00255 WP 059365383.1 KPNQSASACTR 171
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN. 170
consensus !*!! !!! *

X non conserved

X similar

X ≥ 50% conserved


