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consensus ****!!* *** ** *!* **!**!!*****!*!*** *!**!****!*!***!*****!**!** ** *! ** **!!

logo

V
Q
S
T
M
FDARQYAVLAFYDGNQLFHVYDKRVDEHQRDHQGAEHKL ITSEYADQEKDGALEHKLRNRSHAI

D
D
S
S
A
P
K
N
N
D
E
F
V
L
A
R
R
L
L
Q
M
A
L
V
I
N
K
D
T
L
A
K
S
G
E
G
R
S
A
G
E
A
D
T
G
L
M
N
D
A
K
Y
G
P
E
G
A
L
S

D
G
S

M
N
S

R
T
E
P
A
H
K
R

A
M
L
P
T
S
A
E
P
S

A
M
V
E
I
L
P
S

A
E
R
Q

K
N
Y
G
L
M
N
V
K
S
T
A
F
I
L
E
Q
S
D
S
G
M
E
P
S
D
E
S

D
Q
T

D
G
P
Q
R

R
G
G
R
D
N
S

L
F
G
K
R

RGAAAPAT
NTDB id 1307 DR RS10055 WP 010888596.1 VTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPAT 398
NTDB id 1177 A1552VC RS01165 WP 000422572.1 QTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGSGS.......LQNVKIDME................. 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKMTFDG....QRRNLK........ 383
NTDB id 36770 NHAL RS18385 WP 013034655.1 QSFDRAVYQLHKEGAISYEDALRNADSANEVRLMVKLGGEGMAE.....KLSAAIEGVTLQGPEQG.............. 380
NTDB id 1203 PSJM300 01605 AFN76401.1 QTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGE.....HLTSVSQGLTLEMSDDDPGRSFR........ 381
consensus ***!*****!* !*****! !** ********** ** * ** * ****



logo

PAAPAAGRSEPGRAGGFGRR
NTDB id 1307 DR RS10055 WP 010888596.1 PAAPAAGRSEPGRAGGFGRR 418
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .................... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .................... 383
NTDB id 36770 NHAL RS18385 WP 013034655.1 .................... 380
NTDB id 1203 PSJM300 01605 AFN76401.1 .................... 381
consensus

X non conserved

X similar

X ≥ 50% conserved


