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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 367620 FEE40 RS03075 WP 076149724.1 MINSVVLVGRLTRDPELRYTPSGAAVASFTVAIDRRFTNQQGQREADFINCVMWRKAAENFANFTHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NYENQQGQRVFYVTEVLQVVADESNVFQSFLLEPSRKANTEGTGSTGEQRSRYQRAGDQGHAGSGQSGNAFYNESVGNQGNQSAGNPGGSNQYFGDGQGMQNSDSSNGPFTGGSTNPAQNNQRTNDAFGGSGQFTDGNT

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS.....GSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQR........... 144
NTDB id 367620 FEE40 RS03075 WP 076149724.1 SYENQQGQRVYVTEVLAENFSLLESKAESERYRAQHGSSNANVQGSAPSN...DMQSSNPFGTPANNQTNDAFGGSGFDT 157
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ...Q....SGFTSPQ...........QTGN 142
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ADPFANDGNGKQAPQIDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 367620 FEE40 RS03075 WP 076149724.1 TPNNSNNAADPFA.GGQQIDISDDDLPF 184
NTDB id 624 LCA RS00040 WP 011373726.1 APAANNTQADPFANNGQAIDISDDDLPF 170
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X ≥ 50% conserved


