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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRI 80
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDRE..ADFINCVIWRKSAENFANFTKKGSLVGVDGRL 77
NTDB id 367494 FGY93 RS08325 WP 123797866.1 .MLNRVILIGRLTKDPELRYTPSGVAVTQFTLAVDRPFTSQGGERE..ADFLPIVTWRQLAETCANYLRKGRLTAVEGRV 77
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGERE..ADFINCVTWRRQAENVANFLKKGSLAGVDGRL 77
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAP..YEEGY.............GQSQEAYQRPAQQS.RQPASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRKYQGKDGIERTAYDIVANEMKMLGGRNENSGGAP..YDEGY.............GQSQEAYQRPAQQS.RQPAPDAP 144
NTDB id 624 LCA RS00040 WP 011373726.1 QTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQS.......GFTSP.QQTGNAP...AA 146
NTDB id 367494 FGY93 RS08325 WP 123797866.1 QVRNYENNEGKRVYVTEIVADNVRFLESSRDSGNGGG.....N..........SGGGMREESPFGGGNSNSGRGN...NN 139
NTDB id 113 BSU 40900 NP 391970.1 QTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNEGNSGGGQYFGGGQNDNPFGGNQNNQ.RRN...QG 148
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NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 624 LCA RS00040 WP 011373726.1 NNTQADPFA......NNGQAIDISDDDLPF 170
NTDB id 367494 FGY93 RS08325 WP 123797866.1 SRNNQDPFS......DDGKPIDISDDDLPF 163
NTDB id 113 BSU 40900 NP 391970.1 NSFNDDPFA......NDGKPIDISDDDLPF 172
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