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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRA.QGEALSVAD.VTALLHAMMDDARQAEFKQTREANFAVVR 74
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITP.VSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILN 75
NTDB id 367447 FGI00 RS04340 WP 248589096.1 ....MDVSEWVNASVKQNVSDLHLCSGHPPVWRIDGQLVADATQPPLHHTELEQWCQSWLDPECEQRLHRCGQADCALTL 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDA.QGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFAL 79
NTDB id 1086 NMV RS00245 WP 002218487.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRR.INLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDFSFEL 75
NTDB id 1116 NGFG RS10615 WP 003690200.1 ....MQITDLLAFGAKNKASDLHLSSGISPMIRVHGDMRR.INLPEMSAEEVGNMVTSVMNDHQRKIYQQNLEVDFSFEL 75
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRK.LGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFSFEL 75
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ....MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRK.LGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFSFEL 75
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRK.INLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFEI 75
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRK.INLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFEI 75
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ....MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRR.INLPPLEHKQVHALIYDIMNDKQRKDFEEFLETDFSFEV 75
NTDB id 1202 PSJM300 01600 AFN76400.1 ....MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRR.INLPAMDHKQVHALIYDIMNDKQRKDFEEFLETDFSFEV 75
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ....MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRR.INLPAMDHSEVHNLIYDIMNDKQRRDYEEKLETDFSFEV 75
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRR.INLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEV 75
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRR.INLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEV 75
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ....MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRR.INLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEV 75
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGH 152
NTDB id 1019 ACIAD RS04205 WP 004922051.1 REKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGH 155
NTDB id 367447 FGI00 RS04340 WP 248589096.1 .AGGQRLRANLFMQRHGLSAALRLIPHGQPDLQALRAPAVVAALAERADGLILVTGATGSGKSTTLAAMIAALNQRCARH 155
NTDB id 1307 DR RS10055 WP 010888596.1 .GDKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLH 158
NTDB id 1086 NMV RS00245 WP 002218487.1 .PNVARFRVNAFNIGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINETQPAH 154
NTDB id 1116 NGFG RS10615 WP 003690200.1 .PNVARFRVNAFNTGRGPAAVFRTIPSTVLSLEELKAPSIFQKIAESPRGMVLVTGPTGSGKSTTLAAMINYINETQPAH 154
NTDB id 1185 GTF74 RS11940 WP 000350195.1 .PNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKH 154
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .PNVGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKH 154
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .ANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEH 154
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .ANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEH 154
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .PGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHH 154
NTDB id 1202 PSJM300 01600 AFN76400.1 .PGVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHH 154
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .PNLARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYINNHRYDH 154
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .PNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDH 154
NTDB id 1040 H0N27 RS13360 WP 000355489.1 .PNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDH 154
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 .PNVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDH 154
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNAN 232
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNAN 235
NTDB id 367447 FGI00 RS04340 WP 248589096.1 IITLEDPIEFLHTSQRSLIQQREMGRHSEGFASALRAALREDPDVLLLGELRDSETIRLALTAAETGHLVLATLHTRRAV 235
NTDB id 1307 DR RS10055 WP 010888596.1 ILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAP 238
NTDB id 1086 NMV RS00245 WP 002218487.1 ILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALRSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHTTGAA 234
NTDB id 1116 NGFG RS10615 WP 003690200.1 ILTIEDPIEFVHQSKKSLINQRELHQHTLSFANALSSALREDPDVILVGEMRDPETIGLALTAAETGHLVFGTLHTTGAA 234
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTSSAA 234
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTSSAA 234
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSAT 234
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSAT 234
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAA 234
NTDB id 1202 PSJM300 01600 AFN76400.1 ILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAA 234
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAA 234
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAA 234
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAA 234
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAA 234
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 QALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGM 312
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGM 315
NTDB id 367447 FGI00 RS04340 WP 248589096.1 QAVERLVDVFPAEEKAFVRTQLAASLQAVVAQKLLPG.AQGGRVALFEVLLATPAVSNLIREGKTHQLPSLLQTGSLVGM 314
NTDB id 1307 DR RS10055 WP 010888596.1 ESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGM 318
NTDB id 1086 NMV RS00245 WP 002218487.1 KTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQASGM 314
NTDB id 1116 NGFG RS10615 WP 003690200.1 KTVDRIVDVFPAGEKEMVRSMLSESLTAVISQNLLKTHDGNGRVASHEILIANPAVRNLIRENKITQINSVLQTGQASGM 314
NTDB id 1185 GTF74 RS11940 WP 000350195.1 KTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGM 313
NTDB id 1176 A1552VC RS01160 WP 000350195.1 KTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGM 313
NTDB id 1283 ACE17W RS02630 WP 010947729.1 KTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGM 313
NTDB id 1259 GCO85 RS10305 WP 010947729.1 KTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGM 313
NTDB id 1194 PAKAF RS01995 WP 003084552.1 KTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGSLGM 313
NTDB id 1202 PSJM300 01600 AFN76400.1 KTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGGSLGM 313
NTDB id 1020 ACIAD RS04210 WP 011182164.1 KTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQTGATHGM 313
NTDB id 1060 ABD1 RS04380 WP 000355489.1 KTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGM 313
NTDB id 1040 H0N27 RS13360 WP 000355489.1 KTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGM 313
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 KTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGM 313
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 QTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGSGSLQ...NVKIDME..................... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKMTFD.......GQRRNLK..... 383
NTDB id 367447 FGI00 RS04340 WP 248589096.1 QTFEQSYQQRCQDGLLADGCAGDSWL...................................................... 340
NTDB id 1307 DR RS10055 WP 010888596.1 VTMDAYLAGLFRRHLITYDKGLERAID.PKEFARL..ANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA 395
NTDB id 1086 NMV RS00245 WP 002218487.1 QTMDQSLQSLVRQGLIAPEVARRRAQNSESMSF............................................... 347
NTDB id 1116 NGFG RS10615 WP 003690200.1 QTMDQSLQSLVRQGLIAPEAARRRAQNSESMSF............................................... 347
NTDB id 1185 GTF74 RS11940 WP 000350195.1 QTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................................ 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 QTMEQNAKQLIARGVVDAQEVQSKIELDLKAF................................................ 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 QTLDQHLTELVNKNIISKHTAHEAALN.KSLF................................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 QTLDQHLTELVNKNIISKHTAHEAALN.KSLF................................................ 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 QTLDMCLKGLVAKGLISRENAREKAKI.PENF................................................ 344
NTDB id 1202 PSJM300 01600 AFN76400.1 QTLDSCLKGLLAKGLISRDSAKEKAKQ.PENF................................................ 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TTLDQSLKQLLAKGIINLPTARAVAKS.PESF................................................ 344
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TTLDQSLKGLVARGVISPQTARTAAKQ.PESFL............................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TTLDQSLKGLVARGVISPQTARTAAKQ.PESFL............................................... 345
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TTLDQSLKGLVSRGVISPQTARTAAKQ.PESFL............................................... 345
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