
logo MNDFEAKI ETAAFYENLLLEDNVCQTR I
LENTDQLGHTHALYDAL I EQNSAYCYLGAEVGANDEDVF I IKKENNEKKLRAQLNLSKEEWRRASFQFLI F IKLAGTQLS

NTDB id 367333 FHI56 RS02585 WP 138261573.1 MNFEAIETAFELLLENVQTIENDLGTHAYDALIEQNSYYLGAEVANEVIIKNNEKLRALNLSKEEWRRAFQFLFIKLGQL 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus !*!!*!!*!**!!!*!*!**!**!*!!*!!!!!!!!**!!!!!*!***!**!!*!!!*!!!!!!!!!!*!!!*!!!**!*
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MGMIEVDDLL IDLSAS IADVVLNDSS
NTDB id 367333 FHI56 RS02585 WP 138261573.1 EALQANHQFTPDAIGFIILYLLEGLTKDDQLDVLEIGSGTGNLAETLLNNSQKTLNYMGMEVDDLLIDLSASIADVVNSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSS 160
consensus **!!*!!!!!!!*!!!!!!!!!!!!!***!!!**!!!!!!!!!!!!**!!!*!***!*!*!!!!!!!!!!!!!!!!**!!
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V I I SDLPVGYFYPNDEKIASQRFYKQVAATKGLEGHTYAHHLLMEQSLKYLKKDEGI
LA I LFLAPTVNDLLTSPEQ

NTDB id 367333 FHI56 RS02585 WP 138261573.1 AVYIQEDAVRPHILKESDVIISDLPVGYYPNDEIASRFKVAATGEHTYAHHLLMEQSLKYLKKDGIAILLAPTNLLTSPQ 240
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
consensus ****!!!!!!!*!!!!!!*!!!!!!!!*!!!!*!!*!**!!!***!!!!!!!!!!!!!!!!!!*!*!!*!!!**!!!!*!

logo SDPLLKKWLSQGNYNAVDTI ILAVITSLPEAAI FGKNQKRSNMIKS I FVLKKQTSEQNQASPLETSFVYPLSTDLQNDPEVLKRDRFTMEKNFQKKWKSEDNSVI
F
F

NTDB id 367333 FHI56 RS02585 WP 138261573.1 SDLLKKWLSGYADIIAVITLPEAAFGNKRNMKSIFVLKKQTENAPETFVYPLSDLQNPEVLKDFTENFQKWKSDNSIF 318
NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF. 317
consensus !*!!!!!!*****!*!!!*!!!!*!**!*!*!!!!!!!!!*****!*!!!!!*!!!*!!!!**!**!!*!!!*!!**
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