
logo MKKYEKI
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I
LFKKQI

LEEKDI LDKEGHRYAQMVGDFYLPPSEHMEQLSTEQDTYAQSVSRDTVRKALAQLLQTEKAEGFL I EKKTVQRGQRGSKQI
V IKHREQRFIDNFPVSKQLT

NTDB id 367212 FDP16 RS03105 WP 176798534.1 MKKYKQLFKQIEKDILDERYAVGDFLPSEHQLTEDYQVSRDTVRKALALLQEEGLIEKVRGQGSKVIKHEQFDFPVSKLT 80
NTDB id 440 SMU RS09330 WP 002273717.1 MKKYEIIFKKLEEDILKGHYQMGDYLPPEMELSQTYASSRDTVRKALQLLTKAGFIKTVQGRGSQIIKRERINFPVSQLT 80
consensus !!!! *!! *! !!! *! *!!*!!*!* !* ! !!!!!!!!! !! ! ! ! ! !! *!!*! !!!! !!
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NTDB id 367212 FDP16 RS03105 WP 176798534.1 SYQEVVKQNNMQSKTNVVSLEKITVDQKLSDITGFPPYRLVWRIVRQRVVDQIASVLDIDYLDKGIVPHLTREIAEQSIY 160
NTDB id 440 SMU RS09330 WP 002273717.1 SYQELVKQLQMNVKTNVIAIDKLIVDEKLTKLTGFENKGLVWRITRQRVIDGVASILDTDYLDKALIPHMTREIAEHSIY 160
consensus !!!!*!!! *!* !!!!* **!* !! !!* *!!!** !!!!! !!!!*! *!!*!! !!!!!***!!*!!!!!!*!!!

logo

A
DYLENDQLKLDNIAYAKQKEI FIT IDHQAVNSDQKRDKI LLMDLDGKSDENQHQVVSVKSKQVYLASDNGQQRQFQFYTESRHKLDEKFRFVDFAKRRHQKRDE

NTDB id 367212 FDP16 RS03105 WP 176798534.1 AYLENDLKLNIAYAKKEFTIDHANDRDKILMDLGKDQQVVSVKSQVYLADGRQFQYTESRHKLDKFRFVDFAKRQKE 237
NTDB id 440 SMU RS09330 WP 002273717.1 DYLENQLKLDIAYAQKIITIDQVSQKDKILLDLDSENHVVSVKSKVYLSNQQQFQFTESRHKLEKFRFVDFARRHRD 237
consensus !!!! !!! !!!! ! !!!* *!!!!*!! ***!!!!!! !!! !!!*!!!!!!!*!!!!!!!!*!***
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