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NTDB id 289 SPD RS10700 WP 001109677.1 DKALMDGKWKQAAQLIAKEE.........E.....VP.VYKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELH 511
NTDB id 377 SMU RS09275 WP 002262344.1 DHALITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELH 514
NTDB id 329 STU RS10020 WP 011225298.1 DEALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELH 517
NTDB id 297 STER RS00545 WP 011680614.1 DEALISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELH 517
NTDB id 367197 FDP16 RS01390 WP 176798302.1 EAAVEKEDFEAALNAKTRIEELEKKIQNH......TE.DMKVTATINDVAESVERMTGVPVSQMGASDIERLKGMNDRLK 412
NTDB id 601 KW2 RS02615 WP 021036805.1 NEATKAEDFEKAAHFRDQISKLRELQKQE......VTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLK 443
NTDB id 378 SMU RS02690 WP 002263569.1 AQATRDEDYEKAAYFRDQIAKYKEMQSAK......LDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLK 450
NTDB id 281 KZH43 RS03550 WP 000882517.1 SQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLK 449
NTDB id 245 SPD RS03860 WP 000882517.1 SQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLK 449
NTDB id 243 SPR RS03635 WP 000882517.1 SQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLK 449
NTDB id 241 SP RS04015 WP 000882523.1 SQATREEDFEKAAYFRDQIAKYKEMQKKK......ITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLK 449
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NTDB id 85 BSU 00860 NP 387967.1 SRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLV 587
NTDB id 610 V4T04 RS10165 WP 012897346.1 KRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLI 596
NTDB id 287 SP RS11210 WP 001109712.1 KRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLN 591
NTDB id 290 KZH43 RS10025 WP 001109677.1 KRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLN 591
NTDB id 289 SPD RS10700 WP 001109677.1 KRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLN 591
NTDB id 377 SMU RS09275 WP 002262344.1 KRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLN 594
NTDB id 329 STU RS10020 WP 011225298.1 KRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLN 597
NTDB id 297 STER RS00545 WP 011680614.1 KRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLN 597
NTDB id 367197 FDP16 RS01390 WP 176798302.1 AKVIGQDKAVEAVARAIRRNRAGFDEGNRPIGSFLFVGPTGVGKTELAKQLALDMFGTKEAIIRLDMSEYSDRTAVSKLI 492
NTDB id 601 KW2 RS02615 WP 021036805.1 AHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLI 523
NTDB id 378 SMU RS02690 WP 002263569.1 TRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLV 530
NTDB id 281 KZH43 RS03550 WP 000882517.1 SHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLV 529
NTDB id 245 SPD RS03860 WP 000882517.1 SHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLV 529
NTDB id 243 SPR RS03635 WP 000882517.1 SHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLV 529
NTDB id 241 SP RS04015 WP 000882523.1 SHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLV 529
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NTDB id 85 BSU 00860 NP 387967.1 GSPPGYVGYDEG.GQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELK 666
NTDB id 610 V4T04 RS10165 WP 012897346.1 GAPPGYVGYDEG.GQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALR 675
NTDB id 287 SP RS11210 WP 001109712.1 GAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALR 670
NTDB id 290 KZH43 RS10025 WP 001109677.1 GAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALR 670
NTDB id 289 SPD RS10700 WP 001109677.1 GAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALR 670
NTDB id 377 SMU RS09275 WP 002262344.1 GAPPGYVGYEEG.GELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALR 673
NTDB id 329 STU RS10020 WP 011225298.1 GAPPGYVGYDEG.GELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALR 676
NTDB id 297 STER RS00545 WP 011680614.1 GAPPGYVGYDEG.GELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALR 676
NTDB id 367197 FDP16 RS01390 WP 176798302.1 GTTAGYVGYDDNSNTLTERVRRNPYSIILLDEIEKADPQVITLLLQVLDDGRLTDGQGNTVNFKNTVIIATSNAGFGY.. 570
NTDB id 601 KW2 RS02615 WP 021036805.1 GAPPGYVGYEEA.GQLTERVRRNPYSLILLDEIEKAHPDVMHMFLQILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK.. 600
NTDB id 378 SMU RS02690 WP 002263569.1 GAPPGYVGYEEA.GQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK.. 607
NTDB id 281 KZH43 RS03550 WP 000882517.1 GAPPGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK.. 606
NTDB id 245 SPD RS03860 WP 000882517.1 GAPPGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK.. 606
NTDB id 243 SPR RS03635 WP 000882517.1 GAPPGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK.. 606
NTDB id 241 SP RS04015 WP 000882523.1 GAPPGYVGYDEA.GQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK.. 606
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NTDB id 85 BSU 00860 NP 387967.1 RNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDA 746
NTDB id 610 V4T04 RS10165 WP 012897346.1 DDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPS 755
NTDB id 287 SP RS11210 WP 001109712.1 DDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQAS 750
NTDB id 290 KZH43 RS10025 WP 001109677.1 DDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQAS 750
NTDB id 289 SPD RS10700 WP 001109677.1 DDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQAS 750
NTDB id 377 SMU RS09275 WP 002262344.1 DDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPS 753
NTDB id 329 STU RS10020 WP 011225298.1 DDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPA 756
NTDB id 297 STER RS00545 WP 011680614.1 DDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPA 756
NTDB id 367197 FDP16 RS01390 WP 176798302.1 EA.....GLEED.....AEKPDLMDRLKAYFRPEFLNRFNAVIEFSHLKKEDLMEIVNLMLIEVNQTLSKKEIDLAVSDA 640
NTDB id 601 KW2 RS02615 WP 021036805.1 VEASVGFGAARE.....GRTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQA 675
NTDB id 378 SMU RS02690 WP 002263569.1 SEANVGFGASRE.....GRTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIHLDVTDK 682
NTDB id 281 KZH43 RS03550 WP 000882517.1 TEASVGFGAARE.....GRTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDK 681
NTDB id 245 SPD RS03860 WP 000882517.1 TEASVGFGAARE.....GRTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDK 681
NTDB id 243 SPR RS03635 WP 000882517.1 TEASVGFGAARE.....GRTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDK 681
NTDB id 241 SP RS04015 WP 000882523.1 TEASVGFGAARE.....GRTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIRLDVTDK 681
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NTDB id 297 STER RS00545 WP 011680614.1 ALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTV.V.............. 816
NTDB id 367197 FDP16 RS01390 WP 176798302.1 AKEFLRDAGYDQVMGVRPLRRVIEQQIRDKVTDFHLDNLDAK..HLTADLEDGVLVIREKGAA.ASEEDKQ..AE 710
NTDB id 601 KW2 RS02615 WP 021036805.1 AKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYK..QLVADLIDDKIVISNQTQETAETTDEEVPAE 748
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