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NTDB id 367142 FHE73 RS21775 WP 000947761.1 MLSELSIRNFAIIEALNISFQKGLTVLSGETGAGKSIIIDAISLLVGGRGSAEFVRYGTEKAEIEGLFYVEDEKHPCIEK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
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NTDB id 367142 FHE73 RS21775 WP 000947761.1 AEELDIEIEDGMIILKRDIAANGKSVCRVNGKLVTLSILKEIGKTLVDIHGQHETQDLMNEERHLFMLDHFDGDRIVKQL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
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NTDB id 367142 FHE73 RS21775 WP 000947761.1 DIYQNVYADYEKLKKQLKSLSENEQQMAHRLDLIQFQHEEIRKADLKLDEENELTEERLQISNFEKIYKALGDAYRSLSA 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus !! ! ! !! ! !! !!! !! !!!!!!!!!!!*!!! ! ! ! !* ! !!! !!!!!!!!! ! !! !

logo

D
E
G
Q
G
QGLDNWVGRMSAMSAGQLMEDS I STDHI

L
D
NEPVLYKQEKMNHSDES IVASNSYYLLEDEAVATFYQLMRENKMLDEML

MEFYDPENRLDNEYI ETRLNE IKRMQLKRKYGANT
NTDB id 367142 FHE73 RS21775 WP 000947761.1 DGQGLDNVRSAMGQMESITHLDEVYQENHDSIANSYYLLEEVAYQLREKLDMMEYDPNRLDEIETRLNEIRMLKRKYGNT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 367142 FHE73 RS21775 WP 000947761.1 VEEILAYADKIEKEIFTIENKDVHIETTKKQLKELESVILKEATLLSNMRHELAEHLTNAIHQELKELYMEKTKFEVRIM 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 367142 FHE73 RS21775 WP 000947761.1 K..REGNAEEPLVEGAPVRLTADGYDHVEFYISTNPGEPLKPLSKVASGGELSRIILALKSIFSKHQGVASVIFDEVDTG 478
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 367142 FHE73 RS21775 WP 000947761.1 VSGRVAQAIAEKIYRVSVNSQVLCITHLPQVASMADSHLFIRKQVANDRTITSVTVLTMEDKVTEIARMISGVEITDLTT 558
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!**!!* !!!!!!!!!!!!! !!!*!!*! ! * !! ! ! *!* *!! !!*!!! !!!*!!!!



logo

E
RHAKELLKTQADHHQFVKQTTAGEAIQ

NTDB id 367142 FHE73 RS21775 WP 000947761.1 EHAKELLTQAHHFKQTAEAIQ 579
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG.... 576
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