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NTDB id 98 BSU 24710 NP 390351.1 ........MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSE 72
NTDB id 367094 FGL66 RS04830 WP 180808699.1 MKRYILKLRQNKAFTLIEMLLVLLIISVLLVLIIPNISKQTDHIQKTGCKAQLKLVDSQIEAYTLKFSQPPNTIEDLVRE 80
NTDB id 32 MW RS07995 WP 000472256.1 ...MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIAD 77
NTDB id 16 SA RS07765 WP 000472256.1 ...MFKFLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIAD 77
NTDB id 460 GPW51 RS00790 WP 011921720.1 MKK..LVEMKVKGFTLVEMLVVLGIISLLLLLFVPNLSQQKDAIQKKGDAAVVKVVESQMELYELEHDEE.ATVADLQAK 77
NTDB id 396 FSA28 RS09395 WP 002263437.1 MKK..IKRVSVRAFTLIEMLVVLLIISILLLLFVPNLTKQKDKVKDTGGSAVVKVVESQAELYELNKTDS.ATLSKLVAS 77
NTDB id 387 SMU RS09025 WP 002263437.1 MKK..IKRVSVRAFTLIEMLVVLLIISILLLLFVPNLTKQKDKVKDTGGSAVVKVVESQAELYELNKTDS.ATLSKLVAS 77
consensus *** * * **!!!*!!!*!!*!!!*!!** *!!**** * ** *!* *****!**!*****! * ** *!***
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NTDB id 98 BSU 24710 NP 390351.1 GYVKKDA.VCPNGKRI.IITGGEVKVEH 98
NTDB id 367094 FGL66 RS04830 WP 180808699.1 GYIKESQKNCKTGQTI.SIRDGEAVAS. 106
NTDB id 32 MW RS07995 WP 000472256.1 GFIKEAQKTCKSGETI.TISNGEAVAN. 103
NTDB id 16 SA RS07765 WP 000472256.1 GFIKEAQKTCKSGETI.TISNGEAVAN. 103
NTDB id 460 GPW51 RS00790 WP 011921720.1 GYITEKQAKQYATAKK............ 93
NTDB id 396 FSA28 RS09395 WP 002263437.1 GDITQEQANSYKDYYAKHPSKTRHVAN. 104
NTDB id 387 SMU RS09025 WP 002263437.1 GDITQEQANSYKDYYAKHPSKTRHVAN. 104
consensus !**** * * * * ** ** ***

X non conserved

X similar

X ≥ 50% conserved


