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NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDL....SVLSPFAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNL....PLTDDESRTFNLMKPDSCCPK 72
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPI....IDHERLTLNKPASSCPA 76
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPI....IDHEKLTLSKPASSCPA 76
NTDB id 367029 FGD67 RS13740 WP 373567771.1 MTDFITLMSSSPTFFFSIVFIFSLLVGSFLNVVIYRLPKMLEQGWKRECREFLADELAKPTQPTNEALITLSTPSSTCPN 80
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ....MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEP....PKETLTLSVPRSSCQQ 72
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ....MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITP....PEGKLTLSLPRSTCPH 72
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NTDB id 1111 NGFG RS09220 WP 003689814.1 CRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADTQY 152
NTDB id 1061 ABD1 RS18470 WP 001152280.1 CQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQL 156
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 CHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQL 156
NTDB id 367029 FGD67 RS13740 WP 373567771.1 CQHKIRFYENIPLLSWLFLRAKCSQCQSRISLRYPLVELSTALLSMLIAAHYGTTLTTLFLLILTWGLVCLTLIDYDHML 160
NTDB id 1403 DSB67 RS12675 WP 010643256.1 CGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDTML 152
NTDB id 1170 A1552VC RS11080 WP 000418747.1 CQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDTLL 152
consensus ! *!! * !!!**!*!*!!**! !* *!**!!!**!!*!** ***** ** ** * ******!***!*!!*!* *

logo LPDSRQI
M
F
LTLPL IMALAWGTLGI

L
I
L
A
G

F
V
I
L

A
N
I
T
L
A
D
L
N
F

N
G
A
F
G
I
SFIP
Y

T
V
P
S
P
L
S
Q
N
D
S
S
AI
V
L
W
IGYALMVI

AGFYMSLCSLFWLISLIVCFYAYWVLYFKVLVILTGKDTEGMGHNYGDFKL IVLALAFLGAWI
M
LGI

P
W
S
L
Q
A
L
Q
S
MLPMVLLI IV

NTDB id 1111 NGFG RS09220 WP 003689814.1 LPDSMTLPLIWLGLIFNLDGG.FVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPVLI 231
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LPDRFTLPLAALGLGINTFNI.YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIV 235
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LPDRFTLPLAALGLGINTFNI.YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIV 235
NTDB id 367029 FGD67 RS13740 WP 373567771.1 LPDQITLPLLWLGLLVNINGA.IVPLNDAVIGAVAGYMSLFSIFWLFKLVTGKDGMGHGDFKLVALFGAWIGWQLLPLLI 239
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPMII 232
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPVIV 232
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NTDB id 1111 NGFG RS09220 WP 003689814.1 FVSSLIGLVAAIVMRV....AKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQIM...KIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQIM...KIYLGG...... 286
NTDB id 367029 FGD67 RS13740 WP 373567771.1 LMASAVGAVIGISLMVFKNHQREQAIPFGPYLAIAGFITLLWGNNIW...SWYLSSLV.... 294
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQIL...NWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKVI...DWYFTTWVGQPL 291
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