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NTDB id 366963 FED49 RS14870 WP 138826357.1 YQFMSNKLYNVDFFMGRIKYYSLLAITPTIVVVIIFDFIQKPSANFYTLKFTIITYILMLTVFYFKEIIDFRFRLKRFSE 391
NTDB id 91 BSU 31690 NP 391047.2 YQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSE 398
consensus !!!* !!** **! *!!**!! !!!* !!***! * * *** !* ***! !!!!!!**!!*!!!!!!!!

logo KFHNYQDS IVFKFYTQL IMRDGAVSTSLHQQVFLKYEHLKNYTI LDEVLLVVNSKAFYTVFLEVKTAPDGHKQI
V
E
I
E
F
I
LDEKQHTEDVGSNPDLWKNFKYQVDEEQFEHDNLVLTGSE I

VG
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NTDB id 366963 FED49 RS14870 WP 138826357.1 KIIELNKGFMMKIGERGGHSFVICCLSNLRTPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLEDLKQREANPAWLK 551
NTDB id 91 BSU 31690 NP 391047.2 KIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLK 557
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consensus !!!!!!!!!*!!! ! !! !!!!!!!! !! !**!*!!!!!*!!!*!! !!!!*!!! !* !!*!!!*! *!!!

logo YEDDGVGFDAQESKQLNDTEQHSTMSMGLSGIKRERVKRALDNGKRLQR I EHTASEPEGKGFLKAVDKI E I
MEL

NTDB id 366963 FED49 RS14870 WP 138826357.1 YEDDGVGFDASQLDQHTMSMGLSGIRERVKALNGKLQIHTAPEKGLKVKIEMEL 763
NTDB id 91 BSU 31690 NP 391047.2 YEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
consensus !!!!!!!!! !*!!!!!!!!*!!!*!! !*! !*! * !! ! !!*!!

X non conserved

X similar

X ≥ 50% conserved


